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Supplementary Fig. 1. Distribution of mutations in CCM-rhFLAG-mAbs. Frequency of total (total bar heights), 
replacement (R, black bar heights), and silent (S, white bar height) nucleotide mutations in framework regions 
(FWR) and complementary determining regions (CDR) of Ig heavy and light chains. R/S mutation ratios are 
listed below x-axis.



Supplementary Fig. 2. CCM-rhFLAG-mAbs stain different CCM lesions similarly. Wide field scanning 
confocal microscopy of CCM-rhFLAG-mAb (H1B and H2C, green) stained resected CCM tissues from three 
patients. Scale bars: 50 µm.



Supplementary Fig. 3.  Low power view of CCM-rhFLAG-mAb binding to resected CCM tissues. Scanning 
confocal microscopy at low power shows binding of CCM-rhFLAG-mAbs (top six rows green) relative to GFAP 
(red) and CD31 (white). H1D CCM-rhFLAG-mAb (bottom row) has no detectable staining. DNA (blue) is stained 
with Hoechst 33342. Scale bars: 50 Õm.



Supplementary Fig. 4. CCM-rhFLAG-mAb binds preferentially to CCM lesional tissue. Immunofluorescence 
staining with CCM-rhFLAG-mAb (H1B, green) in CCM lesional and normal brain tissues. DNA is stained by 
Hoechst 33342 (blue). Scale bars: 100 Õm.
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