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Validation

The datasets generated and analyzed during the current study are available from the corresponding author on reasonable request. The source data underlying

Figures 1-7 and Supplementary Figures 1-8 are provided as a Source Data file. Raw and processed sequencing data can be accessed through the Gene Expression
Omnibus (GEO) at [https://www.ncbi.nlm.nih.gov/geo/query/acc.cgi?acc=GSE155063].

Sample sizes were chosen on the basis of standard power calculations (with ! = 0.05 and power of 0.8).

No data were excluded.

Key experiments were reiterated with representatives from each group with similar observations across iterations. Major experiments were
repeated at least 2 times and trends were consistent across experiments.

Within each iteration of an experiment, animals were randomly assigned to groups with approximately balanced sample size.

Investigators were blinded as to experimental groups during data collection and analysis.

anti-Lyve-1–eFluor 660 (eBioscience, ref:50-0443-82, clone: ALY7, 1:200, lot:2107832), anti-Lyve-1-eFluor 488 (eBioscience,
ref:53-0443-82, clone: ALY7, 1:200, lot:2077936), anti-CD31 (Millipore Sigma, ref:MAB1398Z, clone: 2H8, 1:200, lot: 3099512), anti-
Iba1 (Abcam, ref:ab5076, 1:300, lot:GR3253755-2), anti-GFAP (Thermo Fisher Scientific, ref:13-0300, clone: 2.2B10, 1:1000,
lot:UE286801), donkey Alexa Fluor 594 anti-rat (Thermo Fisher Scientific, ref:A21209, 1:1000, lot:2078918), donkey Alexa Fluor 647
anti-goat (Thermo Fisher Scientific, ref:A21447, 1:1000, lot:2045332), and goat Alexa Fluor 488 anti-Armenian hamster (Jackson
ImmunoResearch, ref:127-545-160, 1:1000, lot:136087).

All antibodies were validated by the manufacturer. anti-Lyve-1-eFluor 660: Reactivity, mouse. Usage, Flow, immunocytochemistry
(ICC), immunofluorescence (IF), immunohistochemistry (IHC). anti-Lyve-1-eFluor 488: Reactivity, mouse. Usage, Flow, ICC, IF, IHC.
anti-CD31: Reactivity, mouse, canine. Usage, Electron Microscopy (EM), flow, ICC, IF, IHC, Immunoprecipitation (IP), Neutralization
Assay. anti-Iba1: Reactivity, mouse, rat, human. Usage, IHC, Western Blot (WB). anti-GFAP: Reactivity, guinea pig, human, mouse, rat,




