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Supplemental Figure S1. Generation of ets 7' mutants and analysis of ets7 expression. (A) DNA
sequencing chromatogram shows the 5 bp TCTGG deletion in ets79'* mutants. (B) Alignment between predicted
mutant and wild-type Ets1 protein sequences. Note the severely truncated Ets1 mutant protein (underlined in
red). (C) Schematic of wild-type Ets1 protein domain structure and predicted phosphorylation sites. Note the
Pointed (PNT) and DNA binding ETS domains. The truncated protein in the ets79’* mutant lacks both the PNT
and ETS domains. (D) qPCR analysis of ets7 expression in ets79“mutants at 15-somite stage (15 ss) and 24 hpf.
Note the persistent expression of ets7 in the mutants. (E,F) In situ hybridization for ets7 in wildtype and ets 7'
embryos at 24 hpf. Note the presence of the ets7 transcript in ets79'* embryos.
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Supplemental Figure S2. ets717; etv2”embryos display severe vascular defects compared to etv2” embryos.
(A-D’) Confocal micrographs of 80 hpf Tg(kdrl:GFP) wild-type, ets17, etv2” and ets1”; etv2” embryos. Note the severe
vascular defects in ets1”; etv2”embryos compared to the etv2”-embryos
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Human : 99

Mouse : 99

Chicken ;99

Zebraftish : 99

cons 3 9

Human MKAAVDLKPTLTIIKTEKVDLELFPSPDMECADVPL SSKEMMSQALKATFSGFTKEQQRLGIPKDP
Mouse MKAAVDLKPTLTIIKTEKVDLELFPSPDMECADVPL SSKEMMSQALKATFSGFTKEQORLGIPKDP
Chicken MKAAVDLKPTLTIIKTEKYDIDLFPSPDMECADVPL SSKEMMSQALKATFSGFAKEQQRLGIPKDP
Zebrafish MTAAVDIKP-LTIIKSEKYD------- DLECADVPL GSKEMMSQALLATFSGFTREQQRLSIPKDP
cons OORCRCEL R MONRONE o LR SRS RN MO . e R RN
Human ROWTETHVRDWVMWAVNE FSLKGVD FOKFCMNGAAL CAL GKDCFLELAPDFVGDILWEHLEIL QKED VK
Mouse ROWTETHVRDWVMWAVNE FSLEKGVDFOKFCMSGAALCAL GKECFLELAPDFVGDILWEHLEILOKEDVK
Chicken QOWTETHVRDWVMWAVNE FSLKGVDFOKFCMNGAAL CAL GKECFLELRPDFVGDILWEHLEIL QKEE AK
Zebratish REWTEGHWYREWL TWTVNE FSLKNVDFHKFSMDGASLCAL GKERFLDLAPDFYGDILWGHLEMLQKEDPK
cons BorRECE ROREOE v O r ROECRERR  ROE O R s MR s N O MR REEEEE ERE e EEE X
Human PYOVNGVYNPAYPESRYTSDYFISYGIEHAQCVPPSEFSEPSFITESYQTLHPISSEELLSLKYENDYPS
Mouse PYOVNGANPTYPESCYTSDYFISYGIEHAQCVPPSEFSEPSFITESYQTLHPISSEELLSLKYENDYPS
Chicken PYPANGVNAAYPESRYTSDYFISYGIEHAQCVPPSEFSEPSFITESYQTLHPISSEELLSLKYENDYPS
Zebratish HFPVSSLSSSFQESRYPSEYFFNYGIEHPQCVPPSEYSEPSFITESYQTLHPISSEDLLSLKYESEYPN
cons L e e T W R R R s ROROREOR RO - SRR ROR R MR R R - R R
Human VILRDPLOTDTLOQNDY FAIKOEVYVTPDNMCMGRTSRGKLGGODSFESTESYDSCDRL TOSWSSQSSFNS
Mouse VILQDPLQTDTLQTDY FAIKQEVL TPDNMCLGRASRGKLGGODSFESVESYDSCDRLTOSWSSQSSFENS
Chicken VILRDPVQTDSLOTDY FTIKQEVVTPDNMCMGRASRGKLGGODSFESIESYDSCDRLTOSWSSASSFQS
Zebrafish VILRDA-PLNPLOQGDYFSVKOQEVVSPDNMCWYGRISRGKLGGODSFESIDSFESCDRLTOSWSSQSSFNS
cons R v, HN EUSUE e  ECRCEE v RN ¢ R SUSUSUEUECRCEEOR RN 1 0 e SUSEEEOEEEE OR W
Human LORVPSYDSFDSEDYPAALPNHKPKGT FKDYVRDRADLNKDKPVIPAAALAGY TGSGPIOQLROFLLELL
Mouse LORVPSYDSFDYEDYPAALPNHKPKGTFKDY VRDRADL NKDKPVIPAAAL AGYTGSGPIOQLWOFLLELL
Chicken LOQRVPSYDSFDSEDYPAALPNHKPKGT FKDY VRDRADMNKDKPVIPAAAL AGYTGSGPIQLWOFLLELL
Zebrafish LOQRVPSYDSFDSEDYPSALHAHKPKGT FKDYVRERSDLSKDKPVIPAAALAGY TGSGPIQLWOFLLELL
cons FORCEECREERE R o . ORCRCRHRORORROROH N e CRURORORR RO R RO R O N R
Human TDKSCOSFISWTGDGWE FKLSDPDEVARRWGKRKNKPKMNYEKLSRGLRYYYDKNIIHKTAGKRYVYRF
Mouse TDKSCOSFISWTGDGWE FKLSDPDE VARRWGKRKNKPKMNYEKL SRGLRYYYDKNITHKTAGKRYVWYRF
Chicken TDKSCOSFISWTGDGWE FKLSDPDEVARRWGKRKNKPKMNYEKLSRGLRYYYDKNIIHKTAGKRYVYRF
Zebrafish TDKSCOSFISWTGDGWE FKLSDPDEVARRWGKRKNKPKMNYEKLSRGLRYYYDKNIIHKTSGKRYVYRE
cons S0 S0 B0 SR SRR R O O D O R 0 0 S0 0 RO 8 O O 0 0 0 O OO 0 8 O 0 O R R R e R R R R
Human VCDLOSLLGYTPEELHAMLDVKPDADE

Mouse VCDLOSLLGYTPEELHAMLDVEPDAD -

Chicken VCDLOSLLGYTPEELHAMLDVKPDADE

Zebrafish VCDLKSLLGYTPEELHTMLDVKPDTDE
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Supplemental Figure S3. Ets1 protein sequence is highly conserved across multiple vertebrate species. Alighment output
of human, mouse, chicken and zebrafish Ets1 protein sequences using the T-COFFEE structural alignment tool
(http://tcoffee.crg.cat/apps/tcoffee/do:expresso). The light blue boxes indicate the conserved Threonine and Serine
phosphorylation sites present in all four species.



	Suppl_Fig.S1
	Suppl_Fig.S2
	Suppl_Fig.S3

