








Supplemental Fig. S1: Multiple sequence alignment of vertebrate ACE2 orthologs/paralogs. 
Sequence of ACE2 protein precursors  were extracted  from NCBI Gene and relevant databases 
(https://www.ncbi.nlm.nih.gov/gene). The protein sequences were aligned using the multiple 
sequence alignment tools of ClustalW or Muscle through an EMBL-EBI port 
(https://www.ebi.ac.uk/) under the default parameters.
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