
Description of Additional Supplementary Files 
 
File Name: Supplementary Data 1 
Description: Correlations between DEPTH scores and drug sensitivity (IC50 values) of 265 
compounds tested in cancer cell lines. 
 
File Name: Supplementary Data 2 
Description: 262 genes whose expression alteration has a strong positive correlation with 
DEPTH scores in at least 5 cancer types (FDR < 0.05, ρ > 0.5)  
 
File Name: Supplementary Data 3 
Description: Proteins with significantly higher (or lower) expression levels in high-DEPTH-
score than in low-DEPTH-score tumors in at least 5 cancer types. 
 
File Name: Supplementary Data 4 
Description: Clone numbers inferred by DEPTH across cancer types. 
 
File Name: Supplementary Data 5 
Description: Correlations between ITH scores from seven different methods within 
individual cancer types. 
 
File Name: Supplementary Data 6 
Description: Association between ITH scores from seven different methods and tumor purity 
within individual cancer types.  
 
File Name: Supplementary Data 7 
Description: Correlations of the DEPTH scores calculated by the alternative method (without 
normal control) with genome instability, clinical features, immune signatures, and tumor 
purity. 
 
File Name: Supplementary Data 8 
Description: A summary of the gene expression profiling datasets used in this study.  
 
File Name: Supplementary Data 9 
Description: The marker genes of immune signatures, proliferation, and tumor stemness.  
 
 
 


