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Figure S3 Expanded Neighbour-joining (NJ) tree based on the wheat (T. aestivum) and Arabidopsis protein sequences
containing both predicted kinase-like (PF07714) and malectin-like (PF12819) domains. The numbers indicate the NJ
bootstrap values for 1000 replicates. The protein name in blue indicates the Arabidopsis Feronia (AtFER). The names in
red indicate the wheat sequences closely related to AtFER (TaFER1 and TaFER2). The names in black are the other
members of Arabidopsis and wheat Feronia families.



