
A

Expression of p53-binding lncRNAs in human tissues (GTEx dataset)
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Expression of p53-binding lncRNAs in Pan-Cancer
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CGGA(n=335)
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p53-binding lncRNAs

CGGA(n=325)

Kaplan-Meier survival curves for CDR1as with different glioma grades in CGGA cohort

AUC for different durations of survival for p53-binding lncRNAs in CGGA cohort
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