Web Table 2: Differential expression activity in

cellular pathways and involved molecules

-log(p-

Ingenuity Canonical Pathways Model value) Ratio z-score Molecules
14-3-3-mediated Signaling 0.05Gy 2h 0.41 0.02 NaN  CDKN1B
14-3-3-mediated Signaling 0.05Gy 4h 0.76 0.08 0.00 FOS,PRKCD,PRKCI,STK11
14-3-3-mediated Signaling 2Gy 2h 0.52 0.17 -0.38  CDKN1B,ELK1,MAPK8,PIK3CB,PIK3CD,PRKCE,RRAS2,TUBB2A, TUBB4B
. . . AKT1,ELK1,FOS,GSK3B,HRAS ,KRAS,MAP2K1,MAPKS8,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PR

14-3-3-mediated Signaling 2Gy 4h 1.37 0.37 -0.24 KD3,RRAS2,SRC,STK11. TUBB2A, YAPL
2-ketoglutarate Dehydrogenase Complex 2Gy 4h 0.60 1.00 NaN DLD
2-oxobutanoate Degradation | 2Gy 4h 0.60 1.00 NaN  DLD
3-phosphoinositide Biosynthesis 0.05Gy 2h 0.65 0.04 NaN  SOCS3
3-phosphoinositide Biosynthesis 0.05Gy 4h 0.50 0.07 NaN  CDC25C,PTPN13
3-phosphoinositide Biosynthesis 2Gy 2h 0.77 0.22 -1.63 CDC25B,DUSP1,PIK3CB,PIK3CD,PTPN2,SOCS3
3-phosphoinositide Biosynthesis 2Gy 4h 1.28 0.41 0.30 CDC25B,DUSP1,NUDT11,PAWR,PIK3CB,PIK3CD,PPP1CA,PPP3CA,PTEN,PTPN13,SOCS3
3-phosphoinositide Degradation 0.05Gy 2h 0.75 0.05 NaN  SOCS3
3-phosphoinositide Degradation 0.05Gy 4h 0.66 0.10 NaN  CDC25C,PTPN13
3-phosphoinositide Degradation 2Gy 2h 0.47 0.19 -1.00 CDC25B,DUSP1,PTPN2,SOCS3
3-phosphoinositide Degradation 2Gy 4h 1.25 0.43 0.33 CDC25B,DUSP1,NUDT11,PAWR,PPP1CA ,PPP3CA,PTEN,PTPN13,SOCS3
4-1BB Signaling in T Lymphocytes 2Gy 2h 0.63 0.25 NaN IKBKB,IKBKE,MAPK8
4-1BB Signaling in T Lymphocytes 2Gy 4h 0.80 0.42 -1.00 ATF2,MAP2K1,MAPK8,NFKB1,NFKBIA
Acetone Degradation | (to Methylglyoxal) 2Gy 4h 0.00 0.06 NaN CYP1B1
Acetyl-CoA Biosynthesis | (Pyruvate Dehydrogenase 2Gy 4h 0.60 1.00 NaN  DLD
Complex)
Actin Cytoskeleton Signaling 0.05Gy 4h 0.43 0.05 NaN  ACTA2,FGF5,RHOA,VAV2
Actin Cytoskeleton Signaling 2Gy 2h 0.66 0.18 -1.00 ACTA2,CDC42,FGF2,FGF7,FGF9,ITGA5,LIMK2,PDGFA,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1

) . . ACTA2,BCAR1,CFL1,CRK,EZR,FGF2,FGF5,HRAS, KRAS,LIMK2,MAP2K1,PFN1,PIK3CB,PIK3CD,RA
Actin Cytoskeleton Signaling 2Gyan 073 030 089 5 pHOA ROCKL,ROCK2, RRAS2,SLCIAL TMSB10/TMSBAX VAV2
Actin Nucleation by ARP-WASP Complex 0.05Gy 4h 0.55 0.08 NaN  RHOA,RHOG
Actin Nucleation by ARP-WASP Complex 2Gy 2h 2.30 0.36 0.00 CDC42,ITGA5NCK1,RAC1,RHOB,RHOQ,RND3,RRAS2,SOS1
Actin Nucleation by ARP-WASP Complex 2Gy 4h 0.36 0.28 -0.82 HRAS,KRAS,RAC3,RHOA,ROCK1,ROCK2,RRAS2
Activation of IRF by Cytosolic Pattern Recognition 0.05Gy 2h 0.66 0.04 NaN  IL6
Receptors
Activation of IRF by Cytosolic Pattern Recognition 2Gy 2h 0.52 019 045  IKBKB,IKBKE,IL6,MAPKS.RIPK1
Receptors
QZE‘;?;SPSM IRF by Cytosolic Pattern Recognition 2Gy4h 074 035 033 ATF2,IFIH1,IRF7,MAPK8,NFKB1,NFKBIAPPIB,RIPK1, TRAF3
Acute Myeloid Leukemia Signaling 0.05Gy 2h 0.51 0.03 NaN MYC
Acute Myeloid Leukemia Signaling 0.05Gy 4h 0.31 0.05 NaN  KIT,KITLG
Acute Myeloid Leukemia Signaling 2Gy 2h 0.76 0.21 -1.89 MAP2K5MTOR,MYC,PIK3CB,PIK3CD,RRAS2,RUNX1,SOS1
Acute Myeloid Leukemia Signaling 2Gy 4h 1.36 0.39 058 ?g;’;.,HRAS,KIT,KITLG,KRAS,LEFl,MAP2K1,NFKBl,PIK3CB,PIK3CD,RARA,RRASZ,RUNXl,TCF4,
Acute Phase Response Signaling 0.05Gy 2h 0.61 0.02 NaN  IL6,SOCS3
Acute Phase Response Signaling 0.05Gy 4h 0.00 0.04 NaN FOS,JAK2,NR3C1,SOCS6
Acute Phase Response Signaling 2Gy 2h 101 0.23 0.00 CEBPB,ELK1,HMOX1,IKBKB,IKBKE,IL6,IL6R,MAPK8MTOR,NOLC1,PDPK1,PIK3CB,PIK3CD,RIPK

1,RRAS2,SERPINE1,SOCS1,SOCS2,SOCS3,S0CS5,S0CS6,SOS1, TNFRSF1B



Ingenuity Canonical Pathways Model -log(p- Ratio z-score Molecules

value)
AKT1,CRABP2,ELK1,FOS,HMOX1,HMOX2,HRAS,IL1R1,IL6R,IL6ST,JAK2,KRAS,MAP2K1,MAP3K1,M
Acute Phase Response Signaling 2Gy 4h 1.07 0.31 -0.76  AP3K7,MAPK8,NFKB1,NFKBIA,NGFR,NR3C1,PIK3CB,PIK3CD,RIPK1,RRAS2,SOCS2,SOCS3,SOCS
5,SOCS6,SOCS7,TCF4,TNFRSF11B, TNFRSF1B
Adenine and Adenosine Salvage Ill 2Gy 4h 0.60 1.00 NaN HPRT1
Adipogenesis pathway 0.05Gy 2h 0.87 0.03 NaN  DGKD,EGR2
Adipogenesis pathway 0.05Gy 4h 0.00 0.01 NaN TGFB1
Adipogenesis pathway 2Gy 2h 0.00 0.13 NaN  CEBPB,CEBPD,DGKD,EGR2,FGF2,HDAC6,NFATC4,SMAD3,TXNIP
Adipogenesis pathway 2Gy 4h 113 0.33 NaN AKT1,ARNTL,BMP2,BMP4,BMPR2,CCNH,CEBPD,CTNNB1,DDIT3,FGF2,FZD1,HIF1A,KDM1A,KLF5,
NR1D2,RBBP7,SMAD3,SOX9,TCF7,TGFB1, TXNIP,WNT5A,ZNF423
Adrenomedullin signaling pathway 0.05Gy 4h 0.28 0.04 2.00 BCL2,FOS,MAX,RXRB
Adrenomedullin signaling pathway 2Gy 2h 0.43 0.16 0.83 ?DM,CASP&CEBPB,ELKl,MAP2K5,MAPK7,MAPK8,MAX,PIK3CB,PIK3CD,RRA82,RXRA,RXRB,SOS
L . ADCY8,AKT1,BCL2,CASP3,ELK1,FOS,GSK3B,HIF1A,HRAS,ITPR2,KRAS,MAP2K1,MAPK8,MAX,NFK
Adrenomedullin signaling pathway 2Gy 4h 0.00 0.25 -0.22 B1,NPR3,PIK3CB, PIK3CD,PRKAR2A PTK2B, RRAS2,RXRB
Agranulocyte Adhesion and Diapedesis 0.05Gy 4h 0.00 0.04 NaN  ACTA2,GNAI2,HRH1
Agranulocyte Adhesion and Diapedesis 2Gy 2h 0.00 0.11 NaN  ACTA2,CCL2,CCL7,CXCL1,CXCL2,CXCL8,ITGA5,MMP15,SDC4
Agranulocyte Adhesion and Diapedesis 2Gy 4h 0.00 0.12 NaN ACTA2,CD99,CXCL16,EZR,GNAI2,GNAI3,HRH1,ICAM1,IL1R1,MMP11
Agrin Interactions at Neuromuscular Junction 0.05Gy 4h 0.42 0.06 NaN  ACTA2,GABPA
Agrin Interactions at Neuromuscular Junction 2Gy 2h 0.58 0.19 0.82 ACTA2,CDC42,ITGA5,MAPK8,RAC1,RRAS2
Agrin Interactions at Neuromuscular Junction 2Gy 4h 0.43 0.29 -0.33 ACTA2,EGFR,GABPA,HRAS,KRAS,MAPK8,RAC3,RRAS2,SRC
A|_rway Pathology in Chronic Obstructive Pulmonary 2Gy 2h 018 014 NaN  CXCL8
Disease
Aldosterone Signaling in Epithelial Cells 0.05Gy 4h 0.00 0.04 NaN  PRKCD,PRKCI
Aldosterone Signaling in Epithelial Cells 2Gy 2h 0.77 0.20 -2.65 DUSP1,HSPA4L,HSPA9,NR3C2,PDPK1,PIK3CB,PIK3CD,PRKCE,SGK1,SOS1
. L S DUSP1,HSP90AB1,HSPA4L,HSPA6,HSPAS8,ITPR2,KRAS,MAP2K1,PIK3CB,PIK3CD,PRKCD,PRKCE,
Aldosterone Signaling in Epithelial Cells 2Gy 4h 0.73 0.31 -0.30 PRKCI.PRKD3,SLC12A2,SLCIAL
Allograft Rejection Signaling 2Gy 2h 0.00 0.06 NaN FAS
Allograft Rejection Signaling 2Gy 4h 0.00 0.11 NaN  FAS,HLA-E

Altered T Cell and B Cell Signaling in Rheumatoid Arthritis  0.05Gy 2h 1.13 0.04 NaN  IL12A,IL6
Altered T Cell and B Cell Signaling in Rheumatoid Arthritis  0.05Gy 4h 0.00 0.02 NaN TGFB1
Altered T Cell and B Cell Signaling in Rheumatoid Arthritis 2Gy 2h 0.00 0.06 NaN  FAS,IL6,RELB

Altered T Cell and B Cell Signaling in Rheumatoid Arthritis 2Gy 4h 0.00 0.13 NaN  CSF1,FAS,IL12A,NFKB1,TGFB1,TRAF3

AMPK Signaling 0.05Gy 2h 0.28 0.01 NaN  RAB3A
AMPK Signaling 0.05Gy 4h 0.38 0.05 NaN  CDKN1A,PPM1D,SMARCA4,STK11
ACACB,ATF4,CDKN1A,CHRM3,HMGCR,IRS1,IRS2,LIPE,MTOR,PDPK1,PIK3CB,PIK3CD,PPARGC1

AMPK Signaling 2Gy2h 169023 -L70 ) opMiD,PPP2CA RAB3A RABGA,SLC2AL
. ADRB2,AKT1,ATF2,ATF4,CCNA2,CDKN1A,CPT1A,CPT2,FOXO3,HMGCR,LIPE,MAP3K7,PIK3CB,PIK
AMPK Signaling 2Gy 4h 067 030 022 30oh bPMID.PPM1G,PPP2CA PRKAR2A RAB27A,SLC2A1, SMARCA4,SRC,STK11
Amyloid Processing 2Gy 2h 0.00 0.06 NaN PRKCE
Amyloid Processing 2Gy4h  0.86 039 NaN AKTL,CDK5R1,CSNK2B,GSK3B,PRKAR2A PRKCE,PSEN2

Amyotrophic Lateral Sclerosis Signaling 0.05Gy 4h 0.00 0.02 NaN BCL2



-log(p-

Ingenuity Canonical Pathways Model value) Ratio z-score Molecules
Amyotrophic Lateral Sclerosis Signaling 2Gy 2h 0.45 0.17 0.00 BCL2L1,BIRC2,CACNA1A,CASP3,PIK3CB,PIK3CD,RAC1
Amyotrophic Lateral Sclerosis Signaling 2Gy 4h 118 037 028 ﬁ(I_IiIZD,BCLZ,BCLZLLBID,CACNAlC,CASP3,GDNF,GLUL,GPXl,PGF,PIK3CB,PIK3CD,PPP30A,SOD1
Androgen Signaling 0.05Gy 4h 0.92 0.09 NaN  GNAI2,GNG5,PRKCD,PRKCI
Androgen Signaling 2Gy 2h 0.00 0.11 NaN  CACNA1A,GNAO1,PRKCE,SMAD3,TGFB1I1
. . CACNA1C,CALR,CCNH,GNAI2,GNAI3,GNG5,NCOA2,NFKB1,PRKAR2A,PRKCD,PRKCE,PRKCI,PRK

Androgen Signaling 2Gy 4h 0.88 0.33 -0.91 D3,SMAD3,SRC
Angiopoietin Signaling 2Gy 2h 1.06 0.25 0.45 IKBKB,IKBKE,NCK1,PIK3CB,PIK3CD,RRAS2,SOS1
Angiopoietin Signaling 2Gy 4h 0.60 0.32 -1.13  AKT1,CRK,HRAS,KRAS,NFKB1,NFKBIA,PIK3CB,PIK3CD,RRAS2
Antigen Presentation Pathway 0.05Gy 4h 1.05 0.17 NaN  PSMB9,TAP1
Antigen Presentation Pathway 2Gy 4h 0.45 0.33 NaN  CALR,HLA-E,PSMB9,TAP1
Antioxidant Action of Vitamin C 0.05Gy 4h 0.00 0.03 NaN  JAK2
Antioxidant Action of Vitamin C 2Gy 2h 0.97 0.23 0.38 HMOX1,IKBKB,IKBKE,MAPK8,NAPEPLD,PLD1,PNPLA8,SLC2A1
Antioxidant Action of Vitamin C 2Gy 4h 0.61 0.31 1.89 GLRX,HMOX1,JAK2,MAPK8,NFKB1,NFKBIA,PLD1,PNPLA8,SLC2A1,SLC2A5,TXN
Antiproliferative Role of Somatostatin Receptor 2 0.05Gy 2h 0.59 0.03 NaN  CDKN1B
Antiproliferative Role of Somatostatin Receptor 2 0.05Gy 4h 0.42 0.06 NaN  CDKN1A,GNG5
Antiproliferative Role of Somatostatin Receptor 2 2Gy 2h 0.58 0.19 -0.82 CDKN1A,CDKN1B,ELK1,PIK3CB,PIK3CD,RRAS2
Antiproliferative Role of Somatostatin Receptor 2 2Gy 4h 0.89 0.36 0.00 CDKN1A,ELK1,GNG5,HRAS,KRAS,MAP2K1,NPR3,PIK3CB,PIK3CD,RRAS2,SRC
Antiproliferative Role of TOB in T Cell Signaling 0.05Gy 2h 0.80 0.06 NaN  CDKN1B
Antiproliferative Role of TOB in T Cell Signaling 0.05Gy 4h 0.76 0.11 NaN  TGFB1,TGFBR1
Antiproliferative Role of TOB in T Cell Signaling 2Gy 2h 0.62 0.22 NaN  CCNE1,CDKN1B,SMAD3,TOB1
Antiproliferative Role of TOB in T Cell Signaling 2Gy 4h 1.72 0.50 NaN CCNA2,CCNE1,CCNE2,SMAD2,SMAD3,SMAD4,TGFB1,TGFBR1,TOB1
Apelin Adipocyte Signaling Pathway 0.05Gy 4h 0.00 0.02 NaN  GNAI2
Apelin Adipocyte Signaling Pathway 2Gy 2h 0.00 0.10 1.00 LIPE,MAPK7,MAPK8,PPARGC1A
Apelin Adipocyte Signaling Pathway 2Gy 4h 0.45 0.29 0.58 ADCY8,GNAI2,GNAI3,GPX1,GSTP1,HIF1A,LIPE,MAPK8,NOX4,PRDX6,PRKAR2A,SOD1
Apelin Cardiac Fibroblast Signaling Pathway 0.05Gy 2h 0.88 0.07 NaN L6
Apelin Cardiac Fibroblast Signaling Pathway 0.05Gy 4h 0.32 0.07 NaN  TGFB1
Apelin Cardiac Fibroblast Signaling Pathway 2Gy 2h 0.00 0.13 NaN IL6,SERPINE1
Apelin Cardiac Fibroblast Signaling Pathway 2Gy 4h 0.00 0.20 NaN  AKT1,CCN2,TGFB1
Apelin Cardiomyocyte Signaling Pathway 0.05Gy 4h 0.92 0.09 0.00 GNAI2,PRKCD,PRKCI, TGFB1
Apelin Cardiomyocyte Signaling Pathway 2Gy 2h 0.00 0.11 -0.45 MAPK7,MAPKS8,PIK3CB,PIK3CD,PRKCE
Apelin Cardiomyocyte Signaling Pathway 2Gy 4h 067 031 -0.28 ﬁKGTFléAlTPZAZ,GNAIZ,GNAls‘,HIF1A,MAPK8,PIKscB,PIKscD,PRKCD,PRKCE,PRKCI,PRKDS,SLC9A1
Apelin Endothelial Signaling Pathway 0.05Gy 4h 0.56 0.06 1.00 FOS,GNAI2,PRKCD,PRKCI
Apelin Endothelial Signaling Pathway 2Gy 2h 0.58 0.18 -1.90 CCL2,GNAO1,KLF2,MAPK8,MEF2D,MTOR,PIK3CB,PIK3CD,PRKCE,RRAS2,SMAD3

. e . ADCY8,AKT1,FOS,GNAI2,GNAI3,HIF1A,HRAS,ICAM1,KRAS,MAP2K1,MAPK8,NFKB1,PIK3CB,PIK3C
Apelin Endothelial Signaling Pathway 2Gy 4h 1.07 0.33 -1.09 D,PRKCD,PRKCE, PRKCI.PRKD3, RRAS2,SMAD3,SP1
Apelin Liver Signaling Pathway 2Gy 2h 0.75 0.25 0.00 EDN1,FAS,IRS1,MAPK8
Apelin Liver Signaling Pathway 2Gy 4h 0.00 0.19 NaN  FAS,GSK3B,MAPK8
Apelin Muscle Signaling Pathway 2Gy 2h 0.33 0.18 NaN PPARGCI1A,TFAM
Apelin Muscle Signaling Pathway 2Gy 4h 0.00 0.18 NaN  AKT1,NRF1
Apelin Pancreas Signaling Pathway 2Gy 2h 0.26 0.15 NaN  MAPKS,PIK3CB,PIK3CD
Apelin Pancreas Signaling Pathway 2Gy 4h 0.42 0.30 0.82 DDIT3,MAPK8,NFKB1,PIK3CB,PIK3CD,PRKAR2A
Apoptosis Signaling 0.05Gy 4h 0.27 0.05 NaN  BCL2,LMNA
Apoptosis Signaling 2Gy 2h 1.98 0.29 1.16 BCL2L1,BCL2L11,BIRC2,CASP3,CASP8,FAS,IKBKB,IKBKE,MAPK8,PRKCE,RRAS2, TNFRSF1B
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value)
. . AIFM1,BCL2,BCL2L1,BID,CASP3,ENDOG,FAS ,HRAS KRAS LMNA MAP2K1,MAP4K4,MAPK8,NFK

Apoptosis Signaling 2Gyah 293 048 069 g \rkpiA PRKCE,ROCKLRRAS2, TNFRSFLB XIAP

April Mediated Signaling 0.05Gy 4h 0.66 0.10 NaN  FOS,NFATC1

April Mediated Signaling 2Gy 2h 1.20 0.29 -0.82  ELK1,IKBKB,IKBKE,MAPK8,NFATC1,NFATC4

April Mediated Signaling 2Gy 4h 1.25 0.43 -1.67 ELK1,FOS,MAP3K1,MAPK8,NFAT5NFATC1,NFKB1,NFKBIA, TRAF3

Arginine Biosynthesis IV 2Gy 2h 0.34 0.25 NaN  OAT

Arginine Biosynthesis IV 2Gy 4h 0.58 0.50 NaN  GLUD1,0AT

Arginine Degradation | (Arginase Pathway) 2Gy 2h 0.44 0.33 NaN  OAT

Arginine Degradation | (Arginase Pathway) 2Gy 4h 0.24 0.33 NaN  OAT

Arginine Degradation VI (Arginase 2 Pathway) 2Gy 2h 0.34 0.25 NaN  OAT

Arginine Degradation VI (Arginase 2 Pathway) 2Gy 4h 0.58 0.50 NaN  OAT,PYCR1

Aryl Hydrocarbon Receptor Signaling 0.05Gy 2h 1.40 0.04 NaN  CDKN1B,IL6,MYC

Aryl Hydrocarbon Receptor Signaling 0.05Gy 4h 1.26 0.09 -1.13 CDKNI1A,FOS,MDM2,RARG,RXRB,SMARCA4, TGFB1

Aryl Hydrocarbon Receptor Signaling 2Gy 2h 0.59 0.17 -0.54 CCNE1,CDKN1A,CDKN1B,CHEK1,FAS,IL6,MAPK8,MDM2,MYC,NCOR2,PTGES3,RARG,RXRA,RXRB
ALDH18A1,ATM,CCNA2,CCNE1,CCNE2,CDKN1A,CDKN2A,CTSD,CYP1B1,E2F1,FAS,FOS,GSTP1,H

Aryl Hydrocarbon Receptor Signaling 2Gy 4h 1.19 0.33 -1.63 SP90AB1,MAPK8,MDM2,NCOA2,NFIB,NFKB1,PTGES3,RARA,RBL2,RXRB,SMARCA4,SP1,SRC, TGF
B1

Ascorbate Recycling (Cytosolic) 2Gy 4h 0.60 1.00 NaN  GLRX

Assembly of RNA Polymerase Il Complex 2Gy 4h 0.60 1.00 NaN CCNH

Assembly of RNA Polymerase Ill Complex 0.05Gy 4h 1.37 1.00 NaN BRF1

Assembly of RNA Polymerase Ill Complex 2Gy 4h 0.60 1.00 NaN BRF1

Atherosclerosis Signaling 0.05Gy 2h 0.31 0.01 NaN L6

Atherosclerosis Signaling 0.05Gy 4h 0.00 0.01 NaN TGFB1

Atherosclerosis Signaling 2Gy 2h 0.00 0.11 NaN  APOE,CCL2,CXCL8,F3,IL6,PDGFA,PNPLA8, TNFRSF12A

Atherosclerosis Signaling 2Gy 4h 0.00 0.09 NaN  CSF1,ICAM1,NFKB1,PNPLA8,TGFB1,TNFRSF12A

ATM Signaling 0.05Gy 4h 2.06 0.16 -0.45 CDC25C,CDKN1A,MDM2,PPM1D,TRIM28

ATM Signaling 2Gy 2h 0.87 0.23 -0.38 ATF4,CDKN1A,CHEK1,MAPK8,MDM2,PPM1D,PPP2CA

ATM Signaling 2Gy 4h 1.95 0.45 0.58 ;T;/I?ZLSLATFZ,ATF&ATM,BID,CCNB1,CDKN1A,GADD45A,MAPK8,MDMZ,NFKBIA,PPMlD,PPPZCA,TR

Autoimmune Thyroid Disease Signaling 2Gy 2h 0.00 0.06 NaN FAS

Autoimmune Thyroid Disease Signaling 2Gy 4h 0.00 0.12 NaN  FASHLA-E

Autophagy 0.05Gy4h 034  0.07 NaN  BCL2

Autophagy 2Gy 2h 0.50 0.21 NaN  ATG9A,MAP1LC3B,MTOR

Autophagy 2Gy 4h 0.59 0.36 NaN  ATG9A,BCL2,CTSD,MAP1LC3A,MAP1LC3B

Axonal Guidance Signaling 0.05Gy 4h 0.26 0.04 NaN  ADAM15,EFNA4,GNAI2,GNG5,NFATC1,PRKCD,PRKCI,RHOA

. . . BDNF,CDC42,EFNB1,EPHA2,EPHB3,EPHB4,GLI3,GNAO1L,ITGA5,LIMK2,MMP15,NCK1,NFATC1,NFA

Axonal Guidance Signaling 2Gy2h 000 013 NaN 10y bpGEA PIK3CB, PIK3CD,PPP3CC, PPP3RL,PRKCE RACT,RRAS2,SOS1, TUBB2A, TUBBAB
ABL1,ADAM15,ADAM17,AKT1,BCAR1,BMP1,BMP2,BMP4,CFL1,CRK,EFNB1,EPHA2,EPHB4,FZD1,G

Axonal Guidance Signaling 2Gy 4h 0.48 0.27 NaN LI3,GNAI2,GNAI3,GNG5,GSK3B,HRAS ,KRAS,LIMK2, MAP2K1,MMP11,NFAT5,NFATC1,NGFR,NRP1,

PFN1,PGF,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,PRKCD,PRKCE,PRKCI,
PRKD3,PTCH1,RAC3,RHOA,ROCK1,ROCK2,RRAS2,RTN4, TUBB2A,WNT5A

B Cell Activating Factor Signaling 0.05Gy 4h 0.66 0.10 NaN  FOS,NFATC1

B Cell Activating Factor Signaling 2Gy 2h 1.20 0.29 -0.82  ELK1,IKBKB,IKBKE,MAPK8,NFATC1,NFATC4
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B Cell Activating Factor Signaling 2Gy 4h 1.25 0.43 -1.89  ELK1,FOS,MAP3K1,MAPK8,NFAT5NFATC1,NFKB1,NFKBIA, TRAF3
B Cell Receptor Signaling 0.05Gy 2h 0.29 0.01 NaN EGR1
B Cell Receptor Signaling 0.05Gy 4h 0.00 0.04 NaN EGR1,NFATC1,VAV2
. . ATF4,BCL2L1,BCL6,CAMK2G,CDC42,EGR1,ELK1,IKBKB,IKBKE,MAPK8,MTOR,NFATC1,NFATC4,
B Cell Receptor Signaling 2Gy2h 297 028 153 oo PIK3CB,PIK3CD,PPP3CC,PPP3R1,RACT,RRAS2,50S1
ABL1,AKT1,ATF2,ATF4,BCL2L1,BCL6,CFL1,EGR1,ELK1,ETS1,GSK3B,HRAS,KRAS,MAP2K1,MAP
B Cell Receptor Signaling 2Gy 4h 2.90 0.41 -0.54 3K1,MAP3K7,MAPK8,NFAT5NFATC1,NFKB1,NFKBIA,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,
PPP3R1,PTEN,PTK2B,RRAS2,VAV2
BAG2 Signaling Pathway 0.05Gy 2h 0.88 0.07 NaN  MYC
BAG2 Signaling Pathway 0.05Gy 4h 0.89 0.13 NaN  CDKN1A,MDM2
BAG2 Signaling Pathway 2Gy 2h 1.32 0.33 1.34 CASP3,CDKN1A,HSPA9,MDM2,MYC
BAG2 Signaling Pathway 2Gy 4h 1.76 0.53 0.00 CASP3,CDKN1AHSPA6,HSPA8,MDM2,NFKB1,SP1,STUB1
Basal Cell Carcinoma Signaling 2Gy 2h 0.00 0.03 NaN  GLI3
Basal Cell Carcinoma Signaling 2Gy 4h 1.32 0.39 -0.71  AXIN1,BMP1,BMP2,BMP4,CTNNB1,FZD1,GLI3,GSK3B,LEF1,PTCH1,TCF4,TCF7,WNT5A
BER pathway 2Gy 2h 0.22 0.17 NaN PCNA
BER pathway 2Gy 4h 1.42 0.67 NaN  APEX1,LIG1,PCNA,POLB
Bile Acid Biosynthesis, Neutral Pathway 2Gy 2h 0.00 0.13 NaN  SCP2
Biotin-carboxyl Carrier Protein Assembly 2Gy 2h 0.44 0.33 NaN ACACB
Biotin-carboxyl Carrier Protein Assembly 2Gy 4h 0.24 0.33 NaN HLCS
Bladder Cancer Signaling 0.05Gy 2h 0.41 0.02 NaN  MYC
Bladder Cancer Signaling 0.05Gy 4h 0.42 0.06 NaN  CDKN1A,FGF5MDM2
Bladder Cancer Signaling 2Gy 2h 0.73 0.19 -0.45 CDKN1A,CXCL8,FGF2,FGF7,FGF9,MDM2,MMP15,MYC,RASSF1,RRAS2
. . ABL1,CDKN1A,CDKN2AE2F1 EGFR,FGF2,FGF5,HRAS ,KRAS,MAP2K1,MDM2,MMP11,PA2G4,PGF,
Bladder Cancer Signaling 2Gy 4h 0.68 0.31 0.00 RASSF1 RRAS?
BMP signaling pathway 0.05Gy 2h 0.48 0.02 NaN  FST
BMP signaling pathway 2Gy 2h 0.26 0.14 -0.82 FST,MAPK8,RRAS2,RUNX2,SMAD7,SOS1
. . ATF2,BMP1,BMP2,BMP4,BMPR2,FST,GREM1,HRAS,KRAS,MAP2K1,MAP3K7,MAPK8,NFKB1,PRK
BMP signaling pathway 2Gy4h 293 048 094, p5n RRAS2,SMAD4,SMADG,SMAD7,XIAP,ZNF423
Branched-chain 1+-keto acid Dehydrogenase Complex 2Gy 4h 0.36 0.50 NaN DLD
Breast Cancer Regulation by Stathminl 0.05Gy 2h 0.26 0.01 NaN  CDKN1B
Breast Cancer Regulation by Stathminl 0.05Gy 4h 1.63 0.10 NaN  CDKNI1AE2F4,E2F5,GNAI2,GNG5,PRKCD,PRKCI,RHOA
. . CAMK2G,CCNE1,CDC42,CDKN1A,CDKN1B,LIMK2,PIK3CB,PIK3CD,PPP2CA,PRKCE,RAC1,RRAS2,
Breast Cancer Regulation by Stathminl 2Gy 2h 0.71 0.18 NaN SOS1,TUBB2A TUBB4B
ADCY8,ARHGEF3,CAMK1,CCNE1,CCNE2,CDKN1A,E2F1,E2F5,GNAI2,GNAI3,GNG5,HRAS,ITPR2,K
Breast Cancer Regulation by Stathminl 2Gy 4h 1.75 0.36 NaN RAS,LIMK2,MAP2K1,PIK3CB,PIK3CD,PPP1CA,PPP2CA PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,
RHOA,ROCK1,ROCK2,RRAS2,TUBB2A
Bupropion Degradation 2Gy 4h 0.00 0.07 NaN CYP1B1
Calcium Signaling 0.05Gy 4h 0.00 0.03 NaN  ACTA2,NFATC1
Calcium Signaling 2Gy 2h 0.53 0.17 -2.12 ACTA2,ATF4,CACNA1A,CAMK2G,HDAC6,MEF2D,NFATC1,NFATC4,PPP3CC,PPP3R1
Calcium Signaling 2Gy 4h 117 0.35 214 ACTA2,ATF2,ATF4,ATP2A2, ATP2B1,ATP2C1,CACNAL1C,CALR,CAMK1,ITPR2,NFAT5,NFATC1,PPP3
CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A, TP63,TRPC1,TRPC6
Calcium Transport | 2Gy 4h 0.98 0.60 NaN  ATP2A2,ATP2B1,ATP2C1
Calcium-induced T Lymphocyte Apoptosis 0.05Gy 4h 0.37 0.06 NaN  PRKCD,PRKCI
Calcium-induced T Lymphocyte Apoptosis 2Gy 2h 0.27 0.15 -1.34 MEF2D,NR4A1,PPP3CC,PPP3R1,PRKCE
Calcium-induced T Lymphocyte Apoptosis 2Gy 4h 0.47 0.29 -1.90 ATP2A2,ITPR2,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PRKCI,PRKD3
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cAMP-mediated signaling 0.05Gy 4h 0.00 0.01 NaN  GNAI2
cAMP-mediated signaling 2Gy 2h 0.00 014 054 ATF4,CAMK2G,CHRM3,DUSP1,DUSP6,GNAO1,NAPEPLD,PDE4D,PPP3CC,PPP3R1,PTGER4,RGS1
2,RGS4,S1PR3
. . . ADCY8,ADORA2B,ADRB2,APEX1,ATF2,ATF4,CAMK1,CREM,DUSP1,DUSP6,GNAI2,GNAI3,LPARL1,
CAMP-mediated signaling 2Gy4h 000 024 -060 \\\poK1 NPR3,PKIG,PPP3CA PPP3CE,PPP3CC,PPP3R1,PRKAR2A PTGER2, PTGER3,RGSA,SRC
Cancer Drug Resistance By Drug Efflux 0.05Gy 2h 0.56 0.03 NaN PTGS2
Cancer Drug Resistance By Drug Efflux 0.05Gy 4h 0.00 0.03 NaN  MDM2
Cancer Drug Resistance By Drug Efflux 2Gy 2h 0.27 0.15 NaN MDM2,PIK3CB,PIK3CD,PTGS2,RRAS2
Cancer Drug Resistance By Drug Efflux 2Gy 4h 1.22 0.38 NaN  AKT1,FOXO3,HRAS,KRAS,MAP2K1,MDM2,NFKB1,PIK3CB,PIK3CD,PTEN,PTGS2,RRAS2,YBX1
Cardiac Hypertrophy Signaling 0.05Gy 2h 0.22 0.01 NaN IL6
Cardiac Hypertrophy Signaling 0.05Gy 4h 0.64 0.06 0.82  GNAI2,GNG5,RHOA,RHOG, TGFB1,TGFBR1
. . . CACNA1A,CDC42,ELK1,GNAOL,IL6,IL6R,IRS1,MAPK8,MEF2D,MTOR,NFATC4,PIK3CB,PIK3CD,PP
Cardiac Hypertrophy Signaling 2Gy 2h 1.55 0.21 -1.41 P3CC,PPP3R1,RACL RHOB,RHOO,RND3,RRAS2,5051
ADCY8,ADRB2,AKT1,ATF2,CACNA1C,ELK1,GNAI2,GNAI3,GNG5,GSK3B,HRAS,IL6R,KRAS,MAP2K
Cardiac Hypertrophy Signaling 2Gy 4h 1.28 0.33 -1.62 1,MAP3K1,MAP3K7,MAPKS8,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,RACS,
RHOA,ROCK1,ROCK2,RRAS2,SRF,TGFB1,TGFBR1
Cardiac Hypertrophy Signaling (Enhanced) 0.05Gy2h 112  0.02  -1.34 IL11,IL12A,IL6,MYC,PTGS2
Cardiac Hypertrophy Signaling (Enhanced) 0.05Gy 4h 0.00 0.04 0.63 FGF5,GNAI2,GNG5,JAK2,NFATC1,PRKCD,PRKCI,RHOA,TGFB1,TGFBR1
ACVR2A,CACNA1A,CAMK2G,CXCL8,EDN1,ELK1,FGF2,FGF7,FGF9,HDACG6,IKBKB,IKBKE,IL11,IL4R
Cardiac Hypertrophy Signaling (Enhanced) 2Gy 2h 0.29 0.14 -2.54  |IL6,IL6R,ITGA5,MAP2K5,MAPK7,MAPK8,MEF2D,MTOR,MYC,NAPEPLD,NFATC1,NFATC4,PDE4D,P
IK3CB,PIK3CD,PPP3CC,PPP3R1,PRKCE,PTGS2,RRAS2, TNFRSF1B
ACVR1,ACVR1B,ACVR2A ,ADCY8,ADRB2,AKT1,APEX1,ATF2,ATF6,ATP2A2,BMPR2,CACNA1C,CLC
F1,CNTF,CTNNB1,DLG1,ELK1,FGF2,FGF5,FZD1,GHR,GNAI2,GNAI3,GNG5,GSK3B,HRAS,IL12A,IL1
. . : 7RA,IL18R1,IL1R1,IL22RAL,ILAR,IL6R,IL6ST,ITPR2,JAK2 KRAS,LIF,MAP2K1,MAP3K1,MAP3K7,MAP
Cardiac Hypertrophy Signaling (Enhanced) 2Gy4h 092 028 281 g NFATSNFATC1,NFKBL,NGFR,PIK3CB,PIK3CD,PPP3CA PPP3CB,PPP3CC,PPP3R1,PRKAR2A P
RKCD,PRKCE,PRKCI,PRKD3,PTEN,PTGS2,RHOA,ROCK1,ROCK2,RRAS2,SRF,TGFB1,TGFBR1,TN
FRSF11B,TNFRSF1B,TNFSF10,WNT5A
Cardiac 12-adrenergic Signaling 0.05Gy 4h 0.00 0.03 NaN  GNG5
Cardiac 12-adrenergic Signaling 2Gy 2h 0.00 0.11 -2.00 CACNA1A,NAPEPLD,PDE4D,PPP2CA
Cardiac 12-adrenergic Signaling 2Gy 4h 0.00 0.25 -0.71 ADCYS8,APEX1,ATP2A2,CACNA1C,GNG5,PKIG,PPP1CA,PPP2CA ,PRKAR2A
Cardiomyocyte Differentiation via BMP Receptors 2Gy 4h 1.85 0.58 -1.34 ATF2,BMP2,BMP4,BMPR2,MAP3K7,SMAD4,SMADG6
Caveolar-mediated Endocytosis Signaling 0.05Gy 4h 0.00 0.03 NaN ACTA2
Caveolar-mediated Endocytosis Signaling 2Gy 2h 0.00 0.09 NaN  ACTA2,CD55,ITGAS
Caveolar-mediated Endocytosis Signaling 2Gy 4h 0.00 0.18 NaN  ABL1,ACTA2,EGFR,HLA-E,ITGB8,SRC
CCR3 Signaling in Eosinophils 0.05Gy 4h 1.18 0.10 NaN  GNAI2,GNG5,PRKCD,PRKCI,RHOA
CCR3 Signaling in Eosinophils 2Gy 2h 0.00 0.12 -0.45 LIMK2,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2
. Lo . . CFL1,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,LIMK2,MAP2K1,PIK3CB,PIK3CD,PRKCD,PRKCE,PR
CCR3 Signaling in Eosinophils 2Gy 4h 1.37 0.37 0.00 KCI.PRKD3,RHOA, ROCK 1, ROCK 2, RRAS2
CCRS5 Signaling in Macrophages 0.05Gy 4h 2.00 0.16 1.00 FOS,GNAI2,GNG5,PRKCD,PRKCI
CCR5 Signaling in Macrophages 2Gy 2h 0.00 0.13 NaN  CACNA1A FAS,MAPK8,PRKCE
CCR5 Signaling in Macrophages 2Gy 4h 1.10 0.38 -0.33 CACNALC,FAS,FOS,GNAI2,GNAI3,GNG5,MAPK8,PRKCD,PRKCE,PRKCI,PRKD3,PTK2B
CD27 Signaling in Lymphocytes 0.05Gy 4h 0.00 0.04 NaN FOS
CD27 Signaling in Lymphocytes 2Gy 2h 1.29 0.28 -0.38 BCL2L1,CASP3,CASP8,IKBKB,IKBKE,MAP2K5,MAPK8
CD27 Signaling in Lymphocytes 2Gy 4h 1.53 0.44 -0.63 BCL2L1,BID,CASP3,FOS,MAP2K1,MAP3K1,MAP3K7,MAPK8,NFKB1,NFKBIA,SIVAl
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CD28 Signaling in T Helper Cells 0.05Gy 4h 0.00 0.04 NaN  FOS,NFATC1
CD28 Signaling in T Helper Cells 2Gy 2h 1.34 0.24 -1.16 CDC42,IKBKB,IKBKE,MAPK8,NFATC1,NFATC4,PDPK1,PIK3CB,PIK3CD,PPP3CC,PPP3R1,RAC1
. N AKT1,FOS,ITPR2,MAP2K1,MAP3K1,MAPK8,NFAT5,NFATC1,NFKB1,NFKBIA,PIK3CB,PIK3CD,PPP3
CD28 Signaling in T Helper Cells 2Gy 4h 0.73 0.31 -1.29 CA.PPP3CB,PPP3CC, PPP3R1
CD40 Signaling 0.05Gy 2h 0.63 0.04 NaN PTGS2
CDA40 Signaling 0.05Gy 4h 0.00 0.04 NaN FOS
CDA40 Signaling 2Gy 2h 1.47 0.29 -1.13  IKBKB,IKBKE,MAP2K5,MAPK8,PIK3CB,PIK3CD,PTGS2,TNFAIP3
CDA40 Signaling 2Gy 4h 1.17 0.39 -1.27 FOS,ICAM1,MAP2K1,MAP3K7,MAPK8,NFKB1,NFKBIA,PIK3CB,PIK3CD,PTGS2,TRAF3
Cdc42 Signaling 0.05Gy 4h 1.28 0.12 NaN CDC42BPA,FOS,PRKCI,VAV2
Cdc42 Signaling 2Gy 2h 0.00 0.12 0.00 CDC42,ITGA5,LIMK2,MAPKS8
Cdc42 Signaling 2Gy 4h 0.68 0.32 0.33 ATF2,CDC42BPA,CFL1,FOS,GSK3B,HLA-E,LIMK2,MAPK8,PRKCI,SRC,VAV2
CDKS5 Signaling 0.05Gy 2h 0.49 0.02 NaN EGR1
CDKS5 Signaling 0.05Gy 4h 0.00 0.02 NaN EGR1
CDKS5 Signaling 2Gy 2h 0.68 0.20 -1.41 BDNF,CABLES1,CACNA1A EGR1,MAPK7,MAPK8,PPP2CA,RRAS2
CDKS5 Signaling 2Gy 4h 0.91 0.34 054 ABL1,ADCY8,CABLES1,CDK5R1,EGR1,HRAS KRAS,MAP2K1,MAPK8,NGFR,PPP1CA,PPP2CA,PRK
AR2A,RRAS2
Cell Cycle Control of Chromosomal Replication 0.05Gy 2h 0.85 0.06 NaN  ORC2
Cell Cycle Control of Chromosomal Replication 2Gy 2h 0.75 0.25 1.00 CDC6,0RC2,0RC3,PCNA
Cell Cycle Control of Chromosomal Replication 2Gy 4h 1.10 0.44 -0.38 CDC6,CDK14,CDT1,LIG1,0RC1,0RC3,PCNA
Cell Cycle Regulation by BTG Family Proteins 0.05Gy 4h 1.72 0.21 NaN BTG2,E2F4,E2F5
Cell Cycle Regulation by BTG Family Proteins 2Gy 2h 0.50 0.21 NaN BTG2,CCNE1,PPP2CA
Cell Cycle Regulation by BTG Family Proteins 2Gy 4h 142 0.50 -1.34 BTG2,CCNE1,CCNE2,CNOT7,E2F1,E2F5,PPP2CA
Cell Cycle: G1/S Checkpoint Regulation 0.05Gy 2h 1.20 0.05 NaN  CDKN1B,MYC
Cell Cycle: G1/S Checkpoint Regulation 0.05Gy 4h 2.68 0.16 -0.82 CDKN1A E2F4,E2F5,GNL3,MAX,MDM2,TGFB1
Cell Cycle: G1/S Checkpoint Regulation 2Gy 2h 0.81 0.21 1.00 CCNE1,CDKN1A,CDKN1B,GNL3,HDAC6,MAX,MDM2,MYC,SMAD3
. . . ABL1,ATM,BMI1,CCNE1,CCNE2,CDKN1A,CDKN2A,CDKN2B,CDKN2D,E2F1,E2F5,GNL3,GSK3B,M

Cell Cycle: G1/S Checkpoint Regulation 2Gy 4h 2.62 0.46 -0.47 AXMDM2,PA2G4,RBL 2, SMAD3,SMAD4, TGFB1
Cell Cycle: G2/M DNA Damage Checkpoint Regulation  0.05Gy 4h 1.91 0.18 -1.00 CDC25C,CDKN1A,MDM2,PPM1D
Cell Cycle: G2/M DNA Damage Checkpoint Regulation 2Gy 2h 1.11 0.27 0.00 AURKA,CDC25B,CDKN1A,CHEK1,MDM2,PPM1D
Cell Cycle: G2/M DNA Damage Checkpoint Regulation 2Gy 4h 1.53 0.46 0.63 ABL1,ATM,AURKA,CCNB1,CDC25B,CDKN1A,CDKN2A,GADD45A,MDM2,PPM1D
Cellular Effects of Sildenafil (Viagra) 0.05Gy 4h 0.00 0.02 NaN ACTA2
Cellular Effects of Sildenafil (Viagra) 2Gy 2h 0.00 0.07 NaN  ACTA2,CACNA1A,PDE4D
Cellular Effects of Sildenafil (Viagra) 2Gy 4h 0.00 0.11 NaN  ACTA2,ADCY8,CACNAI1LC,ITPR2,PRKAR2A
Ceramide Signaling 0.05Gy 4h 0.41 0.06 NaN BCL2,FOS
Ceramide Signaling 2Gy 2h 0.82 0.22 2.65 MAPKS,PIK3CB,PIK3CD,PPP2CA,RRAS2,S1PR3,TNFRSF1B

. . . AKT1,BCL2,CTSD,FOS,HRAS ,KRAS,MAP2K1,MAP3K1,MAPK8,NFKB1,NGFR,PIK3CB,PIK3CD,PPP
Ceramide Signaling 2Gy 4h 3.24 0.53 -0.73 2CA RRAS2 TNFRSF11B TNFRSF1B
Chemokine Signaling 0.05Gy 4h 0.57 0.07 NaN FOS,GNAI2,RHOA
Chemokine Signaling 2Gy 2h 0.00 0.14 0.00 CAMK2G,CCL2,CCL7,LIMK2,MAPK8,RRAS2
Chemokine Signaling 2Gy 4h 102 0.35 0.26 CSAl;I\éI:Kl,CFLl,FOS,GNAI2,GNAI3,HRAS,KRAS,LIMKZ,MAP2K1,MAPK8,PTKZB,RHOA,ROCKZ,RRASZ
Cholecystokinin/Gastrin-mediated Signaling 0.05Gy 2h 0.35 0.02 NaN PTGS2
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Cholecystokinin/Gastrin-mediated Signaling 0.05Gy 4h 0.92 0.08 1.34 FOS,PRKCD,PRKCI,RHOA,RHOG
Cholecystokinin/Gastrin-mediated Signaling 2Gy 2h 135 023 -0.58 82;:42,ELK1,MAP2K5|MAPK7,MAPKB,MEFZD,PRKCE,PTGSZ,RACl,RHOB,RHOQRNDSRRASZ,S
. . . . . ATF2,BCAR1,CREM,EGFR,ELK1,FOS,HRAS,ITPR2,KRAS,MAP2K1,MAPK8,PRKCD,PRKCE,PRKCI,
Cholecystokinin/Gastrin-mediated Signaling 2Gy 4h 1.95 0.39 -1.04 PRKD3,PTGS2,PTK2B,RAC3 RHOA ROCK1,ROCK2,RRAS2, SRC, SRF
Cholesterol Biosynthesis | 2Gy 2h 0.27 0.20 NaN  SC5D
Cholesterol Biosynthesis Il (via 24,25-dihydrolanosterol) 2Gy 2h 0.27 0.20 NaN  SC5D
Cholesterol Biosynthesis Il (via Desmosterol) 2Gy 2h 0.27 0.20 NaN  SC5D
Choline Biosynthesis IlI 2Gy 2h 1.77 0.50 0.00 CHPT1,HMOX1,NAPEPLD,PLD1
Choline Biosynthesis I 2Gy 4h 0.00 0.25 NaN HMOX1,PLD1
Chondroitin Sulfate Biosynthesis 0.05Gy 4h 0.37 0.08 NaN  HS6ST1
Chondroitin Sulfate Biosynthesis 2Gy 2h 0.56 0.23 NaN  CHST11,CHST2,HS6ST1
Chondroitin Sulfate Biosynthesis 2Gy 4h 0.00 0.08 NaN  HS6ST1
Chondroitin Sulfate Biosynthesis (Late Stages) 0.05Gy 4h 0.39 0.08 NaN  HS6ST1
Chondroitin Sulfate Biosynthesis (Late Stages) 2Gy 2h 0.63 0.25 NaN  CHST11,CHST2,HS6ST1
Chondroitin Sulfate Biosynthesis (Late Stages) 2Gy 4h 0.00 0.08 NaN HS6ST1
Chondroitin Sulfate Degradation (Metazoa) 2Gy 4h 0.00 0.25 NaN  CEMIP
Chronic Myeloid Leukemia Signaling 0.05Gy 2h 1.05 0.04 NaN CDKN1B,MYC
Chronic Myeloid Leukemia Signaling 0.05Gy 4h 161 0.11 NaN  CDKN1A,E2F4,E2F5MDM2,TGFB1,TGFBR1
Chronic Myeloid Leukemia Signaling 2Gy 2h 1.49 0.24 NaN gfLZLl,CDKNlA,CDKNlB,HDA06,IKBKB,IKBKE,MDMZ,MYC,PIKSCB,PIK3CD,RRASZ,SMAD3,SO
. . . . ABL1,AKT1,BCL2L1,CDKN1A,CDKN2A,CRK,E2F1,E2F5,HRAS KRAS,MAP2K1,MDM2,NFKB1,PA2G
Chronic Myeloid Leukemia Signaling 2Gy 4h 2.12 0.41 NaN 4,PIK3CB,PIK3CD,RBL2,RRAS2, SMAD3, SMAD4, TGFB1. TGFBR1
Circadian Rhythm Signaling 0.05Gy 4h 0.42 0.09 NaN CRY1
Circadian Rhythm Signaling 2Gy 2h 0.71 0.27 NaN  ATF4,CRY1,PER1
Circadian Rhythm Signaling 2Gy 4h 1.46 0.55 NaN  ARNTL,ATF2,ATF4,CRY1,NR1D1,PER3
Citrulline Biosynthesis 2Gy 2h 0.27 0.20 NaN  OAT
Citrulline Biosynthesis 2Gy 4h 0.43 0.40 NaN  ALDH18A1,0AT
Clathrin-mediated Endocytosis Signaling 0.05Gy 4h 0.59 0.06 NaN  ACTA2,ARF6,FGF5,LDLRAP1,MDM2
. . R . ACTA2,AP3B1,AP3S1,APOE,ARF6,CDC42,FGF2,FGF7,FGF9,ITGA5,LDLRAP1,MDM2,PDGFA,PIK3
Clathrin-mediated Endocytosis Signaling 2Gy 2h 1.54 0.22 NaN CB,PIK3CD,PPP3CC, PPP3R1,RACL
) . e . ACTA2,AP3M1,ARF6,CSNK2B,FGF2,FGF5,HSPA8,ITGB8,LDLR,LDLRAP1,MDM2,PGF,PIK3CB,PIK3
Clathrin-mediated Endocytosis Signaling 2Gy 4h 0.43 0.27 NaN CD,PPP3CA PPP3CB,PPP3CC,PPP3R1,RAB4A SH3BP4.SRC,UBC
CNTF Signaling 0.05Gy 4h 0.20 0.04 NaN  JAK2
CNTF Signaling 2Gy 2h 1.03 0.26 -1.63 MTOR,PIK3CB,PIK3CD,RRAS2,SOS1,TYK2
CNTF Signaling 2Gy 4h 1.83 0.48 -0.91 AKT1,CNTF,HRAS,IL6ST,JAK2,KRAS,LIFR,MAP2K1,PIK3CB,PIK3CD,RRAS2
Coagulation System 2Gy 2h 0.43 0.18 -1.00 BDKRB1,F3,PLAUR,SERPINE1
Coagulation System 2Gy 4h 0.00 0.09 NaN  SERPINA5,THBD
Colanic Acid Building Blocks Biosynthesis 0.05Gy 4h 2.29 0.67 NaN  GALK1,GPI
Colanic Acid Building Blocks Biosynthesis 2Gy 2h 0.44 0.33 NaN  UGDH
Colanic Acid Building Blocks Biosynthesis 2Gy 4h 0.80 0.67 NaN  GALK1,GPI
Colorectal Cancer Metastasis Signaling 0.05Gy 2h 0.82 0.02 NaN  IL6,MYC,PTGS2
Colorectal Cancer Metastasis Signaling 0.05Gy 4h 0.58 0.06 0.82 E2F4,FOS,GNG5,JAK2,RHOA,RHOG, TGFB1,TGFBR1
Colorectal Cancer Metastasis Signaling 2Gy 2h 0.33 015 0.94 BCL2L1,CASP3,CDC42,IL6,IL6R,MAPK8,MMP15,MSH6,MYC,PIK3CB,PIK3CD,PTGER4,PTGS2,RAC

1,RHOB,RHOQ,RND3,RRAS2,SMAD3,SOS1,TYK2
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ADCY8,AKT1,APPL1,AXIN1,BCL2L1,CASP3,CTNNB1,EGFR,FOS,FZD1,GNG5,GSK3B,HRAS,IFNGR
. . 1,IL6R,IL6ST,JAK2,KRAS,LEF1,MAP2K1,MAPK8,MMP11,MSH6,NFKB1,PGF,PIK3CB,PIK3CD,PRKA
Colorectal Cancer Metastasis Signaling 2Gy4h 114081 033 o)) PTGER1,PTGER2,PTGER3,PTGS2,RAC3,RHOA RRAS2, SMAD2,SMAD3,SMAD4,SRC, TCF4,TC
F7,TGFB1,TGFBR1,WNT5A
gglrlr;munlcanon between Innate and Adaptive Immune 0.05Gy 2h 118 0.04 NaN  IL12A.IL6
gzlrlr;munlcatlon between Innate and Adaptive Immune 2Gy 2h 0.00 0.04 NaN  CXCL8,IL6
gglrlr;munlcatlon between Innate and Adaptive Immune 2Gy 4h 0.00 0.04 NaN  HLA-E,IL12A
Complement System 2Gy 2h 0.00 0.08 NaN  CD55
Corticotropin Releasing Hormone Signaling 0.05Gy 2h 0.31 0.01 NaN PTGS2
Corticotropin Releasing Hormone Signaling 0.05Gy 4h 0.45 0.06 1.00 FOS,GNAI2,PRKCD,PRKCI
Corticotropin Releasing Hormone Signaling 2Gy 2h 0.38 0.16 -1.00 ATF4,BDNF,CACNA1AELK1,GLI3,GNAO1,JUND,MEF2D,NR4A1,PRKCE,PTGS2
. . . . . ADCYS8,ATF2,ATF4,CACNA1C,ELK1,FOS,GLI3,GNAI2,GNAI3,ITPR2,MAP2K1,NPR3,PRKAR2A,PRK
Corticotropin Releasing Hormone Signaling 2Gy 4h 0.38 0.27 0.50 CD,PRKCE, PRKCI,PRKD3,PTCH1,PTGS2
Creatine-phosphate Biosynthesis 2Gy 4h 0.60 1.00 NaN  MAP4K4
CREB Signaling in Neurons 0.05Gy 4h 0.44 0.06 NaN GNAI2,GNG5,PRKCD,PRKCI
CREB Signaling in Neurons 2Gy 2h 0.00 0.14 -1.13  ATF4,CACNA1A,CAMK2G,ELK1,GNAO1,PIK3CB,PIK3CD,PRKCE,RRAS2,SOS1
. L ADCY8,AKT1,ATF2,ATF4,CACNALC,ELK1,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,MAP2K1,PIK3C
CREB Signaling in Neurons 2Gy4h 061 029 023 o a0h PRKAR2A PRKCD,PRKCE,PRKCI,PRKD3,RRAS2
Crosstalk between Dendritic Cells and Natural Killer Cells  0.05Gy 2h 1.26 0.05 NaN  IL12A/IL6
Crosstalk between Dendritic Cells and Natural Killer Cells ~ 0.05Gy 4h 0.00 0.02 NaN ACTA2
Crosstalk between Dendritic Cells and Natural Killer Cells 2Gy 2h 0.00 0.12 NaN  ACTA2,CAMK2G,FAS,IL6,TNFRSF1B
Crosstalk between Dendritic Cells and Natural Killer Cells 2Gy 4h 0.00 0.22 1.63 ACTA2,FAS,HLA-E,IL12A,MICA,NECTIN2,NFKB1,TNFRSF1B,TNFSF10
CTLA4 Signaling in Cytotoxic T Lymphocytes 0.05Gy 4h 0.21 0.05 NaN  JAK2
CTLA4 Signaling in Cytotoxic T Lymphocytes 2Gy 2h 0.00 0.14 NaN  PIK3CB,PIK3CD,PPP2CA
CTLA4 Signaling in Cytotoxic T Lymphocytes 2Gy 4h 0.31 0.27 NaN  AKT1,HLA-E,JAK2,PIK3CB,PIK3CD,PPP2CA
CXCR4 Signaling 0.05Gy 2h 0.29 0.01 NaN EGR1
CXCRA4 Signaling 0.05Gy 4h 1.87 0.11 1.89 EGR1,FOS,GNAI2,GNG5,PRKCD,PRKCI,RHOA,RHOG
CXCR4 Signaling 2Gy 2h 0.58 0.17 -0.30 CDC42,EGR1,ELK1,GNAO1,MAPKS8,PIK3CB,PIK3CD,PRKCE,RAC1,RHOB,RHOQ,RND3,RRAS2
. . ADCY8,AKT1,BCAR1,CRK,EGR1,ELK1,FOS,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,MAP2K1,MAP
CXCR4 Signaling 2Gy4n 160 036 -060 4o 3cR PIK3CD,PRKCD,PRKCE, PRKCI,PRKD3,RAC3, RHOA,ROCK1,ROCK2,RRAS2,SRC
Cyclins and Cell Cycle Regulation 0.05Gy 2h 0.52 0.03 NaN CDKN1B
Cyclins and Cell Cycle Regulation 0.05Gy 4h 1.13 0.11 -1.00 CDKN1A,E2F4,E2F5,TGFB1
Cyclins and Cell Cycle Regulation 2Gy 2h 0.00 0.13 -1.00 CCNE1,CDKN1A,CDKN1B,HDAC6,PPP2CA
. . ABL1,ATM,CCNA2,CCNB1,CCNE1,CCNE2,CCNH,CDKN1A,CDKN2A,CDKN2B,CDKN2D,E2F1,E2F5,
Cyclins and Cell Cycle Regulation 2Gy 4h 2.21 0.45 -1.81 GSK3B.PA2G4 PPP2CA TGFBL
Cytotoxic T Lymphocyte-mediated Apoptosis of Target 0.05Gy 4h 0.39 0.08 NaN  BCL2

Cells
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gﬁlostoxw T Lymphocyte-mediated Apoptosis of Target 2Gy 2h 0.63 0.25 NaN  CASP3,CASPSFAS

gzﬁ)stoxm T Lymphocyte-mediated Apoptosis of Target 2Gy 4h 0.80 0.42 1.00 BCL2,BID,CASP3 FAS, HLA-E

Death Receptor Signaling 0.05Gy 4h 0.65 0.08 NaN  ACTA2,BCL2,LMNA

Death Receptor Signaling 2Gy 2h 276 0.33 0.83 QE;I'BAZ,BIRCZ,CASPS,CASPB,CFLAR,FAS,IKBKB,IKBKE,MAPK8,PARP2,RIPKl,TNFRSFlOB,TNFR
. . ACTA2,BCL2,BID,CASP3,CFLAR,FAS,LMNA,MAP4K4,MAPK8,NFKB1,NFKBIA,PARP2,PARP9,RIPK

Death Receptor Signaling 2Gy4h 346 051 134 bOCK1,TNFRSF10A TNFRSF10B,TNFRSFLB, TNFSFL0,XIAP

Dendritic Cell Maturation 0.05Gy 2h 0.80 0.03 NaN  IL12A,IL6

Dendritic Cell Maturation 0.05Gy 4h 0.00 0.01 NaN  JAK2

Dendritic Cell Maturation 2Gy 2h 0.00 0.13 -0.63 ATF4,CD58,IKBKB,IKBKE,IL6,MAPK8,PIK3CB,PIK3CD,RELB,TNFRSF1B

. . AKT1,ATF2,ATF4,HLA-

Dendritic Cell Maturation 2Gy4h 000 021 078 p\~aM1IL12A, JAK2,LEPR, MAPKS,NFKB1,NFKBIA,NGFR,PIK3CB,PIK3CD, TNFRSF118, TNFRSF1B

Dermatan Sulfate Biosynthesis 0.05Gy 4h 0.37 0.08 NaN  HS6ST1

Dermatan Sulfate Biosynthesis 2Gy 2h 0.56 0.23 NaN  CHST11,CHST2,HS6ST1

Dermatan Sulfate Biosynthesis 2Gy 4h 0.00 0.08 NaN  HS6ST1

Dermatan Sulfate Biosynthesis (Late Stages) 0.05Gy 4h 0.39 0.08 NaN  HS6ST1

Dermatan Sulfate Biosynthesis (Late Stages) 2Gy 2h 0.63 0.25 NaN  CHST11,CHST2,HS6ST1

Dermatan Sulfate Biosynthesis (Late Stages) 2Gy 4h 0.00 0.08 NaN  HS6ST1

Dermatan Sulfate Degradation (Metazoa) 2Gy 4h 0.43 0.40 NaN  CEMIP,IDUA

Differential Regulation of Cytokine Production in Intestinal

Epithelial Cells by IL-17A and IL-17F 0.05Gy2h 080 006  NaN IL12A

Differential Regulation of Cytokine Production in Intestinal

Epithelial Cells by IL-17A and IL-17F 2Gy2h 000 011  NaN = CCL2,CXCL1

Differential Regulation of Cytokine Production in Intestinal

Epithelial Cells by IL-17A and IL-17F 2Gy 4h 0.00 0.06 NaN - IL12A

Differential Regulation of Cytokine Production in

Macrophages and T Helper Cells by IL-17A and IL-17F 0.05Gy 2h 214 0.14 NaN — IL12A1L6

Differential Regulation of Cytokine Production in

Macrophages and T Helper Cells by IL-17A and IL-17F 2Gy 2h 0.50 0.21 NaN  CCL2,CXCLLIL6

Differential Regulation of Cytokine Production in

Macrophages and T Helper Cells by IL-17A and IL-17F 2Gy 4h 0.00 0.07 NaN  IL12A

D-myo-inositol (1,3,4)-trisphosphate Biosynthesis 2Gy 4h 0.24 0.33 NaN PTEN

D-myo-inositol (1,4,5)-trisphosphate Degradation 2Gy 2h 0.44 0.33 NaN  IMPA2

D-myo-inositol (1,4,5,6)-Tetrakisphosphate Biosynthesis 0.05Gy 2h 0.76 0.05 NaN  SOCS3

D-myo-inositol (1,4,5,6)-Tetrakisphosphate Biosynthesis 0.05Gy 4h 0.69 0.10 NaN  CDC25C,PTPN13

D-myo-inositol (1,4,5,6)-Tetrakisphosphate Biosynthesis 2Gy 2h 0.51 0.20 -1.00 CDC25B,DUSP1,PTPN2,SOCS3

gi'g’s’;c;’t'ﬁg:i';o' (1,4,5,6)-Tetrakisphosphate 2Gy 4h 139 045 033 CDC25B,DUSP1,NUDT11,PAWR,PPP1CA,PPP3CA,PTEN,PTPN13,S0CS3

D-myo-inositol (3,4,5,6)-tetrakisphosphate Biosynthesis 0.05Gy 2h 0.76 0.05 NaN SOCS3

D-myo-inositol (3,4,5,6)-tetrakisphosphate Biosynthesis 0.05Gy 4h 0.69 0.10 NaN  CDC25C,PTPN13
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D-myo-inositol (3,4,5,6)-tetrakisphosphate Biosynthesis 2Gy 2h 0.51 0.20 -1.00 CDC25B,DUSP1,PTPN2,SOCS3
g;;“g;ﬁ;g;‘;o' (3,4.5.,6)-tetrakisphosphate 2Gy4h 139 045 033 CDC25B,DUSPL,NUDT11,PAWR,PPP1CA,PPP3CA,PTEN,PTPN13,50CS3
D-myo-inositol-5-phosphate Metabolism 0.05Gy 2h 0.69 0.04 NaN  SOCS3
D-myo-inositol-5-phosphate Metabolism 0.05Gy 4h 0.57 0.08 NaN  CDC25C,PTPN13
D-myo-inositol-5-phosphate Metabolism 2Gy 2h 0.35 0.17 -1.00 CDC25B,DUSP1,PTPN2,SOCS3
D-myo-inositol-5-phosphate Metabolism 2Gy 4h 0.92 0.38 0.33 CDC25B,DUSP1,NUDT11,PAWR,PPP1CA ,PPP3CA,PTEN,PTPN13,SOCS3
DNA damage-induced 14-3-3if Signaling 2Gy 2h 0.00 0.09 NaN CCNE1
DNA damage-induced 14-3-3if Signaling 2Gy 4h 0.94  0.46 NaN  AKT1,ATM,CCNB1,CCNE1,CCNE2
DNA Dot_JbIe.-Strand Break Repair by Homologous 2Gy 4h 142 067 NaN  ABLLATM BRCA2,LIGL
Recombination
DNA D_ogble-Strand Break Repair by Non-Homologous 2Gy 4h 0.00 0.20 NaN  ATM
End Joining
DNA Methylation and Transcriptional Repression Signaling  2Gy 2h 0.38 0.20 NaN  MTAL1,MTA2
DNA Methylation and Transcriptional Repression Signaling  2Gy 4h 0.00 0.20 NaN  MECP2,RBBP7
Docosahexaenoic Acid (DHA) Signaling 0.05Gy 4h 0.22 0.05 NaN  BCL2
Docosahexaenoic Acid (DHA) Signaling 2Gy 2h 0.79 0.24 NaN BCL2L1,CASP3,PDPK1,PIK3CB,PIK3CD
Docosahexaenoic Acid (DHA) Signaling 2Gy 4h 0.89 0.38 NaN  AKT1,BCL2,BCL2L1,BID,CASP3,GSK3B,PIK3CB,PIK3CD
Dolichyl-diphosphooligosaccharide Biosynthesis 2Gy 2h 0.58 0.50 NaN  ALG5
Dopamine Receptor Signaling 2Gy 2h 0.00 0.08 NaN  GCH1,PPP2CA
Dopamine Receptor Signaling 2Gy 4h 0.00 0.19 NaN  ADCY8,GCH1,PPP1CA,PPP2CA,PRKAR2A
Dopamine-DARPP32 Feedback in cAMP Signaling 0.05Gy 4h 0.28 0.05 NaN  GNAI2,PRKCD,PRKCI
Dopamine-DARPP32 Feedback in cAMP Signaling 2Gy 2h 0.00 0.09 -0.82 ATF4,CACNA1A,PPP2CA,PPP3CC,PPP3R1,PRKCE
. . . . ADCY8,ATF2,ATF4,ATP2A2,CACNALC,CREM,GNAI2,GNAI3,ITPR2,KCNJ15,KCNJ8,PAWR,PPP1CA,
Dopamine-DARPP32 Feedback in cAMP Signaling 2Gy4h 141 035 -1.89 oo CAPPP3CAPPP3CB,PPP3CC PPP3RL,PRKAR2APRKCD,PRKCE, PRKCI,PRKD3
EGF Signaling 0.05Gy 4h 0.00 0.03 NaN FOS
EGF Signaling 2Gy 2h 0.54 0.19 -0.82 ELK1,MAPK8,MTOR,PIK3CB,PIK3CD,SOS1
EGF Signaling 2Gy 4h 181 0.44 0.00 éKTl,CSNKZB,EGFR,ELKl,FOS,HRAS,ITPRZ,MAP2K1,MAP3K1,MAPK8,PIK3CB,PIK3CD,SRC,SR
Eicosanoid Signaling 0.05Gy 2h 0.61 0.03 NaN PTGS2
Eicosanoid Signaling 2Gy 2h 0.00 0.10 NaN PNPLA8,PTGER4,PTGS2
Eicosanoid Signaling 2Gy 4h 0.00 0.23 NaN  PNPLA8,PTGER1,PTGER2,PTGER3,PTGES,PTGES2,PTGS2
EIF2 Signaling 0.05Gy 2h 0.25 0.01 NaN MYC
EIF2 Signaling 0.05Gy 4h 0.31 0.05 NaN ACTA2,BCL2,PTBP1,RPL28
EIF2 Signaling 2Gy 2h 0.00 0.11 -0.38 ACTA2,ATF4,MYC,PDPK1,PIK3CB,PIK3CD,PTBP1,RRAS2,SOS1
ACTA2,AKT1,ATF4,BCL2,DDIT3,EIF2AK1,EIF2AK2,EIF4A2,FAU,GSK3B,HRAS ,KRAS,MAP2K1,NOX
EIF2 Signaling 2Gy 4h 1.86 0.36 1.63  4,PIK3CB,PIK3CD,PPP1CA,PTBP1,RPL10,RPL28,RPL30,RPL36,RPL37A,RPL41,RPLP1,RPS19,RP
S2,RPS29,RRAS2, TRIB3,XIAP
Endocannabinoid Cancer Inhibition Pathway 0.05Gy 2h 1.46 0.04 NaN  CDKN1B,MYC,SNAI2
Endocannabinoid Cancer Inhibition Pathway 0.05Gy 4h 0.00 0.04 NaN  CDKN1A,GNAI2,RHOA
Endocannabinoid Cancer Inhibition Pathway 2Gy 2h 053 017 028 ATF4,CASP3,CASP8,CCNE1,CDKN1A,CDKN1B,GNAO1,MAP2K5 MTOR,MYC,PIK3CB,PIK3CD,SNAI

2
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ADCY8,AKT1,ATF2,ATF4,CASP3,CCNE1,CCNE2,CDKN1A,CTNNB1,DDIT3,GNAI2,GNAI3,GSK3B,HI
Endocannabinoid Cancer Inhibition Pathway 2Gy 4h 1.70 0.36 0.96 F1A,LEF1,MAP2K1,PGF,PIK3CB,PIK3CD,PRKAR2A,RHOA,ROCK1,ROCK2,SNAI2,SRC,TCF4,TCF7,
TRIB3
Endocannabinoid Developing Neuron Pathway 0.05Gy 2h 0.38 0.02 NaN CDKN1B
Endocannabinoid Developing Neuron Pathway 0.05Gy 4h 0.36 0.05 NaN  GNAI2,GNG5,RHOA
Endocannabinoid Developing Neuron Pathway 2Gy 2h 0.77 0.19 -0.91 ATF4,CDKN1B,GNAO1,MAP2K5,MAPK7,MAPK8,MTOR,PIK3CB,PIK3CD,RAC1,RRAS2
- . ADCY8,AKT1,ATF2,ATF4,CTNNB1,GNAI2,GNAI3,GNG5,GSK3B,HRAS ,KRAS,MAP2K1,MAPKS,PIK3
Endocannabinoid Developing Neuron Pathway 2Gy 4h 1.25 0.35 0.69 CB,PIK3CD,PRKAR2A RAC3, RHOA, RRAS2,SRC
Endocannabinoid Neuronal Synapse Pathway 0.05Gy 2h 0.46 0.02 NaN  PTGS2
Endocannabinoid Neuronal Synapse Pathway 0.05Gy 4h 0.24 0.04 NaN  GNAI2,GNG5
Endocannabinoid Neuronal Synapse Pathway 2Gy 2h 0.53 0.18 -0.71 CACNA1A,GNAO1,MAPK7,MAPK8,NAPEPLD,PPP3CC,PPP3R1,PTGS2
Endocannabinoid Neuronal Synapse Pathway 2Gy 4h 0.49 0.29 139 QAD\l(iﬁg,g?CNAlc,DAGLA,GNAIZ,GNAIB,GNGS,MAPK8,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR
Endometrial Cancer Signaling 0.05Gy 2h 0.57 0.03 NaN MYC
Endometrial Cancer Signaling 2Gy 2h 0.76 0.21 -1.13  ELK1,MYC,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1
Endometrial Cancer Signaling 2Gy 4h 168 0.42 -0.30 ﬁg"zl'l,AXINl,CTNNB1,ELK1,FOXO3,GSK3B,HRAS,KRAS,LEFl,MAPZKl,PIK3CB,PIK3CD,PTEN,RR
Endoplasmic Reticulum Stress Pathway 2Gy 2h 0.71 0.27 NaN  ATF4,CASP3,MAPKS8
Endoplasmic Reticulum Stress Pathway 2Gy 4h 1.46 0.55 0.00 ATF4,ATF6,CALR,CASP3,DDIT3,MAPKS
Endothelin-1 Signaling 0.05Gy 2h 0.75 0.02 NaN  MYC,PTGS2
Endothelin-1 Signaling 0.05Gy 4h 0.34 0.05 1.00 FOS,GNAI2,PRKCD,PRKCI
. . . CASP3,CASP8,EDN1,GNAO1,HMOX1,MAPK7,MAPK8,MYC,NAPEPLD,PIK3CB,PIK3CD,PLD1,PNPL
Endothelin-1 Signaling 2Gy 2h 1.22 0.21 -1.21 A8,PRKCE,PTGS2,RRAS2,S0S1
. . . ADCY8,CASP3,FOS,GNAI2,GNAI3,HMOX1,HRAS,ITPR2,KRAS,MAPKS8,PIK3CB,PIK3CD,PLD1,PNPL
Endothelin-1 Signaling 2Gy4ah 041027 085  )g bRKCD,PRKCE,PRKCI,PRKD3,PTGER2,PTGS2,RRAS2,SRC
eNOS Signaling 0.05Gy 4h 0.31 0.05 NaN  AQP5,PRKCD,PRKCI,SLC7A1
eNOS Signaling 2Gy 2h 0.00 0.12 -1.90 BDKRB1,CASP3,CASP8,CHRM3,HSPA9,LPAR6,PDPK1,PIK3CB,PIK3CD,PRKCE
. . ADCY8,AKT1,AQP3,AQP5,CASP3,CCNA2,FLT1,HSP90AB1,HSPA6,HSPAS,ITPR2,LPAR1,PGF,PIK3
eNOS Signaling 2Gy4h 033 026 -1.00  ~p 53D PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,SLC7AL, STUBL
Ephrin A Signaling 0.05Gy 4h 1.15 0.13 NaN EFNA4,RHOA,VAV2
Ephrin A Signaling 2Gy 2h 0.67 0.22 NaN  CDC42,EPHA2,PIK3CB,PIK3CD,RAC1
Ephrin A Signaling 2Gy 4h 1.39 0.44 NaN BCAR1,CFL1,EPHA2,NGFR,PIK3CB,PIK3CD,RHOA,ROCK1,ROCK2,VAV2
Ephrin B Signaling 0.05Gy 4h 1.24 0.11 NaN  GNAI2,GNG5,RHOA,VAV2
Ephrin B Signaling 2Gy 2h 0.43 0.17 0.82 CDC42,EFNB1,EPHB3,EPHB4,GNAO1,RAC1
Ephrin B Signaling 2Gy 4h 144 0.40 0.58 QXINl,CFLl,CTNNB1,EFNB1,EPHB4,GNAI2,GNAI3,GNGS,HRAS,RACS,RHOA,ROCKl,ROCKZ,VAV
Ephrin Receptor Signaling 0.05Gy 4h 0.89 0.07 1.34 EFNA4,GNAI2,GNG5,JAK2,PTPN13,RHOA
Ephrin Receptor Signaling 2Gy 2h 0.77 0.18 127 g'ggléCiDC42,DOKl,EFNBl,EPHA2,EPHB3,EPHB4,GNAOl,ITGA5,LIMK2,NCK1,PDGFA,RACl,RRAS
ABL1,AKT1,ATF2,ATF4,AXIN1,BCAR1,CFL1,CRK,EFNB1,EPHA2,EPHB4,GNAI2,GNAI3,GNG5,HRA
Ephrin Receptor Signaling 2Gy 4h 1.65 0.35 0.21 S, JAK2,KRAS,LIMK2,MAP2K1,MAP4K4,PGF,PTPN13,RAC3,RHOA,ROCK1,ROCK2,RRAS2,SORBS
1,SRC
Epithelial Adherens Junction Signaling 0.05Gy 2h 0.33 0.02 NaN  SNAI2
Epithelial Adherens Junction Signaling 0.05Gy 4h 0.84 0.08 NaN  ACTA2,RHOA TGFBR1,VAV2,YES1

Epithelial Adherens Junction Signaling 2Gy 2h 0.00 0.14 NaN  ACTA2,ACVR2A,CDC42,RAC1,RRAS2,SNAI1,SNAI2, TUBB2A, TUBB4B
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ACTA2,ACVR1,ACVR1B,ACVR2A,AKT1,BMPR2,CRK,CTNNB1,EGFR,HRAS ,KRAS,LEF1,NECTIN1,
Epithelial Adherens Junction Signaling 2Gy 4h 2.52 0.41 NaN  NECTIN2,NOTCH4,PTEN,RHOA ,RRAS2,SNAI2,SORBS1,SRC,TCF4,TCF7,TGFBR1,TUBB2A,VAV2)Y
ES1
ErbB Signaling 0.05Gy 4h 0.44 0.06 NaN  FOS,PRKCD,PRKCI
ErbB Signaling 2Gy 2h 1.34 0.24 -0.58 AREG,CDC42,ELK1,MAPK8MTOR,NCK1,PDPK1,PIK3CB,PIK3CD,PRKCE,RRAS2,SOS1
. . AKT1,EGFR,ELK1,FOS,GSK3B,HRAS,KRAS,MAP2K1,MAPK8,PIK3CB,PIK3CD,PRKCD,PRKCE,PRK
ErbB Signaling 2Gy 4h 0.73 0.31 0.00 CI,PRKD3,RRAS2
ErbB2-ErbB3 Signaling 0.05Gy 2h 1.45 0.06 NaN  CDKN1B,MYC
ErbB2-ErbB3 Signaling 2Gy 2h 1.55 0.28 -1.41 CDKN1B,ELK1,MYC,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1,TYK2
ErbB2-ErbB3 Signaling 2Gy 4h 0.81 0.34 -0.30 AKT1,ELK1,GSK3B,HRAS,KRAS ,MAP2K1,PIK3CB,PIK3CD,PTEN,RRAS2,SP1
ErbB4 Signaling 0.05Gy 4h 0.36 0.06 NaN  PRKCD,PRKCI
ErbB4 Signaling 2Gy 2h 0.43 0.17 -1.63 PDPK1,PIK3CB,PIK3CD,PRKCE,RRAS2,S0OS1
ErbB4 Signaling 2Gy 4h 1.44 0.40 0.00 QZD,?X;I,AKTLHRAS,KRAS,MAP2K1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKDS,PSENZ,RRA
ERK/MAPK Signaling 0.05Gy 2h 0.30 0.01 NaN  MYC
ERK/MAPK Signaling 0.05Gy 4h 0.43 0.05 1.00 FOS,NFATC1,PRKCD,PRKCI
ERK/MAPK Signaling 2Gy 2h 086 019 0.54 gTsli4,DUSPl,DUSP6,ELKl,ITGA5,MYC,NFATCl,PIKSCB,PIKSCD,PPPZCA,PRKCE,RACl,RRASZ,S
. . ATF2,ATF4,BCAR1,CRK,DUSP1,DUSP6,ELK1,ETS1,ETS2,FOS,HRAS KRAS,MAP2K1,NFATC1,PIK
ERK/MAPK Signaling 2Gy 4h 1.84 0.37 -0.58 3CB,PIK3CD,PPP1CA,PPP2CA,PRKAR2A,PRKCD,PRKCE,PRKCI,PTK2B,RAC3,RRAS2,SRC,SRF
ERKS5 Signaling 0.05Gy 2h 0.63 0.04 NaN  MYC
ERKS5 Signaling 0.05Gy 4h 0.00 0.04 NaN FOS
ERKS5 Signaling 2Gy 2h 1.06 0.25 -1.13  ATF4,MAP2K5,MAPK7,MEF2D,MYC,RRAS2,SGK1
ERKS5 Signaling 2Gy 4h 1.54 0.43 0.58 AKT1,ATF2,ATF4,EGFR,FOS,FOXO3,HRAS,IL6ST,KRAS,LIF,RRAS2,SRC
Erythropoietin Signaling 0.05Gy 2h 0.48 0.02 NaN  SOCS3
Erythropoietin Signaling 0.05Gy 4h 1.01 0.10 NaN  FOS,JAK2,PRKCD,PRKCI
Erythropoietin Signaling 2Gy 2h 0.90 0.21 NaN  ELK1,PDPK1,PIK3CB,PIK3CD,PRKCE,RRAS2,SOCS1,SOCS3,S0OS1
T . AKT1,ELK1,FOS,HRAS,JAK2,KRAS,MAP2K1,NFKB1,NFKBIA,PIK3CB,PIK3CD,PRKCD,PRKCE,PR
Erythropoietin Signaling 2Gy 4h 2.08 0.43 NaN KCl,PRKD3.RRAS2,S0CS3,SRC
Estrogen Biosynthesis 2Gy 4h 0.00 0.10 NaN CYP1B1,HSD17B10
Estrogen Receptor Signaling 0.05Gy 4h 0.36 0.06 NaN  NR3C1,SMARCA4
Estrogen Receptor Signaling 2Gy 2h 0.43 0.17 NaN CCNC,NCOR2,PPARGC1A,RRAS2,RUNX2,SOS1
Estrogen Receptor Signaling 2Gy 4h 0.43 0.29 NaN  CCNH,HRAS,KRAS,MAP2K1,NCOA2,NR3C1,RRAS2,SMARCA4,SRC,THRAP3
Estrogen-Dependent Breast Cancer Signaling 0.05Gy 4h 0.00 0.03 NaN FOS
Estrogen-Dependent Breast Cancer Signaling 2Gy 2h 0.25 0.14 -0.45 ATF4,ELK1,PIK3CB,PIK3CD,RRAS2
Estrogen-Dependent Breast Cancer Signaling 2Gy 4h 181 043 -0.54 gléTl,ATFZ,ATM,EGFR,ELKl,FOS,HRAS,HSDl?B10,KRAS,NFKB1,PIK3CB,PIKSCD,RRASZ,SPl,S
Estrogen-mediated S-phase Entry 0.05Gy 2h 1.93 0.11 NaN  CDKN1B,MYC
Estrogen-mediated S-phase Entry 0.05Gy 4h 1.42 0.17 NaN  CDKN1AE2F4,E2F5
Estrogen-mediated S-phase Entry 2Gy 2h 0.62 0.22 -1.00 CCNE1,CDKN1A,CDKN1B,MYC
Estrogen-mediated S-phase Entry 2Gy 4h 0.55 0.33 -2.45 CCNA2,CCNE1,CCNE2,CDKN1AE2F1,E2F5
Extrinsic Prothrombin Activation Pathway 2Gy 2h 0.00 0.09 NaN F3
Extrinsic Prothrombin Activation Pathway 2Gy 4h 0.00 0.09 NaN  THBD
Factors Promoting Cardiogenesis in Vertebrates 0.05Gy 4h 0.63 0.07 NaN PRKCD,PRKCI,TGFB1,TGFBR1
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Factors Promoting Cardiogenesis in Vertebrates 2Gy 2h 0.00 0.08 NaN  ACVR2A,CCNE1,CDC6,PRKCE,TBX5
ACVR1,ACVR1B,ACVR2A,ATF2,AXIN1,BMP1,BMP2,BMP4,BMPR2,CCNE1,CCNE2,CDC6,CTNNB1,
Factors Promoting Cardiogenesis in Vertebrates 2Gy 4h 4.34 0.49 NaN  DKK1,FZD1,GSK3B,LEF1,MAP3K7,NOX4,PRKCD,PRKCE,PRKCI,PRKD3,SMAD2,SMAD4,TCF4,TC
F7,TGFB1,TGFBR1
FAK Signaling 0.05Gy 4h  0.00 0.02 NaN  ACTA2
FAK Signaling 2Gy 2h 0.60 0.19 NaN  ACTAZ2,ITGA5,PDPK1,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1
FAK Signaling 2Gy 4h 0.58 0.30 NaN  ACTA2,AKT1,BCAR1,CRK,EGFR,HRAS KRAS,MAP2K1,PIK3CB,PIK3CD,PTEN,RRAS2,SRC
FAT10 Cancer Signaling Pathway 0.05Gy 2h 0.54 0.03 NaN IL6
FAT10 Cancer Signaling Pathway 0.05Gy 4h 0.34 0.06 NaN  TGFB1,TGFBR1
FAT10 Cancer Signaling Pathway 2Gy 2h 0.63 0.19 -1.89 ACVR2A,IKBKB,IKBKE,IL6,PCNA,SMAD3,TNFRSF1B
. . ACVR1,ACVR1B,ACVR2A,AKT1,BMPR2,CTNNB1,GSK3B,NFKB1,NFKBIA,NGFR,PCNA,SMAD2,SM
FAT10 Cancer Signaling Pathway 2Gy 4h 3.52 0.53 -2.07 AD3,SMAD4, TCF4, TGFB1 TGFBRL TNFRSF11B, TNFRSF1B
FAT10 Signaling Pathway 2Gy 2h 0.58 0.50 NaN  MAP1LC3B
FAT10 Signaling Pathway 2Gy 4h 0.36 0.50 NaN  MAP1LC3B
Fatty Acid 1+-oxidation 0.05Gy 2h 1.19 0.14 NaN PTGS2
Fatty Acid T+-oxidation 2Gy 2h 018 0.14 NaN PTGS2
Fatty Acid T+-oxidation 2Gy 4h 0.00 0.14 NaN  PTGS2
Fatty Acid 12-oxidation | 2Gy 2h 0.00 013 NaN  SCP2
Fatty Acid 12-oxidation | 2Gy 4h 0.00 0.13 NaN HSD17B10
Fc Epsilon RI Signaling 0.05Gy 4h 0.51 0.07 NaN  PRKCD,PRKCI,VAV2
Fc Epsilon RI Signaling 2Gy 2h 0.50 0.17 -0.71 MAPKS8,PDPK1,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2,SOS1
Fc Epsilon RI Signaling 2Gy 4h 0.61 0.30 0.54 C}I:;I’/JZ.,HRAS,KRAS,MAPZKl,MAPKS,PIK3CB,PIKSCD,PRKCD,PRKCE,PRKCI,PRKDS,RACS,RRASZ,
Fcl® Receptor-mediated Phagocytosis in Macrophages o pocvan 202 014 000 ACTA2,ARF6,PRKCD,PRKCI,VAV2,YES1
and Monocytes
m;?c‘iftzstor'med'ate‘j Phagocytosis in Macrophages and 5o 51 081 021 033 ACTA2,ARF6,CDCA2,HMOXL,NAPEPLD,NCK1,PLD1,PRKCE,RACL
Fcl3 Receptor-mediated Phagocytosis in Macrophages ACTA2,AKT1,ARF6,CRK,EZR,HMOX1,PLD1,PRKCD,PRKCE,PRKCI,PRKD3,PTEN,PTK2B,RAC3,SR
2Gy 4h 151 0.39 0.24
and Monocytes C,VAV2 YES1
Fc®RIIB Signaling in B Lymphocytes 2Gy 2h 2.12 0.36 -1.13 CACNA1A,DOK1,MAPK8,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1
Fcl3RIIB Signaling in B Lymphocytes 2Gy 4h 0.79 0.36 -0.38 AKT1,CACNA1C,HRAS,KRAS,MAPKS8,PIK3CB,PIK3CD,RRAS2
FGF Signaling 0.05Gy 4h 0.00 0.03 NaN FGF5
FGF Signaling 2Gy 2h 1.06 0.23 -1.00 ATF4,FGF2,FGF7,FGF9,MAPKS8,PIK3CB,PIK3CD,RAC1,SOS1
FGF Signaling 2Gy 4h 0.60 0.31 0.00 AKT1,ATF2,ATF4,CRK,FGF2,FGF5HRAS,MAP2K1,MAP3K1,MAPK8,PIK3CB,PIK3CD
FLT3 Signaling in Hematopoietic Progenitor Cells 2Gy 2h 1.30 0.27 -1.41 ATF4,ELK1,MTOR,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1
FLT3 Signaling in Hematopoietic Progenitor Cells 2Gy 4h 0.71 0.33 0.00 AKT1,ATF2,ATF4,ELK1,HRAS,KRAS,MAP2K1,PIK3CB,PIK3CD,RRAS2
fMLP Signaling in Neutrophils 0.05Gy 4h 0.95 0.08 1.34 GNAI2,GNG5,NFATC1,PRKCD,PRKCI
fMLP Signaling in Neutrophils 2Gy 2h 0.64 0.18 -0.30 CDC42,ELK1,NFATC1,NFATCA4,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PRKCE,RAC1,RRAS2
. L . ELK1,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,MAP2K1,NFAT5,NFATC1,NFKB1,NFKBIA,NOX4,PIK
fMLP Signaling in Neutrophils 2Gy4h 205 039 -1.63  50p bik3CD,PPP3CA PPP3CB,PPPICC,PPP3R1,PRKCD,PRKCE, PRKCI,PRKD3,RRAS2
Folate Transformations | 0.05Gy 4h 0.92 0.33 NaN  MTHFD2
Folate Transformations | 2Gy 2h 0.44 0.33 NaN  MTHFD2
FXR/RXR Activation 2Gy 2h 0.00 0.06 NaN  APOE,MAPK8,PPARGC1A,RXRA,SLC4A2
FXR/RXR Activation 2Gy 4h 0.00 0.09 NaN  AKT1,MAPK8,NR1H3,PPARA,RARA,SDC1,VLDLR
G Beta Gamma Signaling 0.05Gy 4h 0.85 0.08 1.00 GNAI2,GNG5,PRKCD,PRKCI
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G Beta Gamma Signaling 2Gy 2h 0.44 0.17 -0.71 CACNA1A,CAV2,CDC42,GNAO1,PDPK1,PRKCE,RRAS2,SOS1

G Beta Gamma Signaling 2Gy 4h 0.70 0.31 0.26 AKT1,CACNAL1C,EGFR,GNAI2,GNAI3,GNG5,HRAS ,KRAS,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,
RRAS2,SRC

G Protein Signaling Mediated by Tubby 0.05Gy 4h 0.94 0.14 NaN  GNG5,JAK2

G Protein Signaling Mediated by Tubby 2Gy 4h 0.00 0.21 NaN  ABL1,GNG5,JAK2

GABA Receptor Signaling 2Gy 2h 0.00 0.04 NaN  CACNA1lA

GABA Receptor Signaling 2Gy 4h 0.00 0.17 NaN  ADCY8,CACNA1C,GABRB2,UBC

GADD45 Signaling 0.05Gy 4h 0.32 0.07 NaN  CDKN1A

GADD45 Signaling 2Gy 2h 0.45 0.20 NaN  CCNE1,CDKN1A,PCNA

GADD45 Signaling 2Gy 4h 1.25 0.47 NaN  ATM,CCNB1,CCNE1,CCNE2,CDKN1A,GADD45A,PCNA

Galactose Degradation | (Leloir Pathway) 0.05Gy 4h 1.37 1.00 NaN GALK1

Galactose Degradation | (Leloir Pathway) 2Gy 4h 0.60 1.00 NaN  GALK1

Gap Junction Signaling 0.05Gy 4h 0.44 0.05 NaN ACTA2,GJC1,GNAI2,PRKCD,PRKCI

Gap Junction Signaling 2Gy 2h 0.00 0.13 NaN  ACTA2,MAP2K5,MAPK7,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PRKCE,RRAS2,SOS1,TUBB2A, TUBB4B
ACTA2,ADCY8,AKT1,CTNNB1,EGFR,GJAL1,GJC1,GNAI2,GNAI3,HRAS,ITPR2,KRAS,LPAR1,MAP2K

Gap Junction Signaling 2Gy 4h 1.31 0.33 NaN 1,NPR3,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,PRKCD,PRKCE,PRKCI,PR
KD3,RRAS2,SP1,SRC,TJP1,TUBB2A

GDNF Family Ligand-Receptor Interactions 0.05Gy 4h 0.00 0.03 NaN FOS

GDNF Family Ligand-Receptor Interactions 2Gy 2h 1.99 0.30 -0.30 CDC42,DOK1,IRS1,IRS2,MAPK8,NCK1,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1

GDNF Family Ligand-Receptor Interactions 2Gy 4h 0.35 0.27 0.33 FOS,GDNF,HRAS,ITPR2,KRAS,MAP2K1,MAPK8,PIK3CB,PIK3CD,RRAS2

GDP-mannose Biosynthesis 0.05Gy 4h 1.37 1.00 NaN  GPI

GDP-mannose Biosynthesis 2Gy 4h 0.60 1.00 NaN  GPI

Germ Cell-Sertoli Cell Junction Signaling 0.05Gy 4h 1.19 0.09 NaN ACTA2,RAB8B,RHOA,RHOG,TGFB1,TGFBR1

Germ Cell-Sertoli Cell Junction Signaling 2Gy 2h 1.06 0.21 NaN Cg;ﬁé,CDC42,LIMK2,MAPK8,PDPKl,PIKSCB,PIK3CD,RACl,RHOB,RHOQ,RNDS,RRASZ,TUBBZA,T
ACTA2,AKT1,AXIN1,BCAR1,CFL1,CTNNB1,HRAS ,KRAS,LIMK2, MAP2K1,MAP3K1,MAP3K7,MAPKS8

Germ Cell-Sertoli Cell Junction Signaling 2Gy 4h 1.99 0.38 NaN ,NECTIN2,PIK3CB,PIK3CD,RAB8B,RAC3,RHOA,RRAS2,SORBS1,SRC,TGFB1,TGFBR1,TJP1,TUBB
2A

GI+12/13 Signaling 0.05Gy 4h 0.00 0.04 NaN  RHOA,VAV2

GI+12/13 Signaling 2Gy 2h 0.81 0.20 -0.30 CDC42,ELK1,IKBKB,IKBKE,LPAR6,MAPK7,MAPK8,MEF2D,PIK3CB,PIK3CD,RRAS2

A . . AKT1,CTNNB1,ELK1,HRAS ,KRAS,LPARL1,MAP2K1,MAP3K1,MAPK8,NFKB1,NFKBIA,PIK3CB,PIK3

Gl12/13 Signaling 2Gy4ah 182036 LIS op orioB RHOA ROCK1,ROCK2,RRAS2,SRC VAV2

Gl+i Signaling 0.05Gy 4h 0.00 0.04 NaN  GNAI2,GNG5

GI+i Signaling 2Gy 2h 0.00 0.09 1.34 RGS12,RGS4,RRAS2,S1PR3,SOS1

Gl+i Signaling 2Gy 4h 0.00 0.23 -0.28 ADCY8,GNAI2,GNAI3,GNG5,HRAS,KRAS,LPAR1,NPR3,PRKAR2A,PTGER3,RGS4,RRAS2,SRC

Gl+q Signaling 0.05Gy 4h 1.33 0.09 1.13 GNG5,HRH1,NFATC1,PRKCD,PRKCI,RHOA,RHOG

~ . . CDC42,CHRM3,ELK1,HMOX1,IKBKB,IKBKE,NAPEPLD,NFATC1,NFATC4,PIK3CB,PIK3CD,PLD1,P

Glxq Signaling 2Gy2h 229 025 -1.89  ooaoc PPP3R1,PRKCE,RACL,RGS4,RHOB,RHOQ,RND3
AKT1,ELK1,GNG5,GSK3B,HMOX1,HRH1,ITPR2,MAP2K1,NFATC1,NFKB1,NFKBIA,PIK3CB,PIK3CD

Gl+q Signaling 2Gy 4h 1.62 0.35 -1.57 ,PLD1,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PRKCI,PRKD3,PTK2B,RAC3,RGS4,RH
OA,ROCK1,ROCK2

Glts Signaling 0.05Gy 4h 0.00 0.02 NaN  GNG5

Gl+s Signaling 2Gy 2h 0.00 0.07 -1.00 ATF4,CHRM3,ELK1,PTGER4

Glts Signaling 2Gy 4h 0.00 0.20 0.91 ADCY8,ADORA2B,ADRB2,ATF2,ATF4,ELK1,GNG5,MAP2K1,PRKAR2A,PTGER2,SRC
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Glioblastoma Multiforme Signaling 0.05Gy 2h 0.74 0.02 NaN  CDKN1B,MYC
Glioblastoma Multiforme Signaling 0.05Gy 4h 1.23 0.08 1.34 CDKN1A,E2F4,E2F5,MDM2,PRKCD,RHOA,RHOG
. . . . CCNE1,CDC42,CDKN1A,CDKN1B,MDM2,MTOR,MYC,PDGFA,PIK3CB,PIK3CD,RAC1,RHOB,RHOQ,
Glioblastoma Multiforme Signaling 2Gy 2h 0.95 0.19 -0.78 RND3,RRAS2,S0S1
. . . . AKT1,AXIN1,CCNE1,CDKN1A,CDKN2A,CTNNB1,E2F1,E2F5,EGFR,FZD1,GSK3B,HRAS,ITPR2,KRA
Glioblastoma Multiforme Signaling 2Gy4ah 113033 022 g pry MAP2K1,MDM2,PDGFRA,PIK3CB,PIK3CD,PRKCD,PTEN,RAC3,RHOA RRAS2, SRC,WNT5A
Glioma Invasiveness Signaling 0.05Gy 4h 0.37 0.06 NaN  RHOA,RHOG
Glioma Invasiveness Signaling 2Gy 2h 1.39 0.27 -0.38 CDC42,PIK3CB,PIK3CD,PLAUR,RAC1,RHOB,RHOQ,RND3,RRAS2
Glioma Invasiveness Signaling 2Gy 4h 0.00 0.24 -0.38 CD44,HRAS,KRAS,PIK3CB,PIK3CD,RAC3,RHOA,RRAS2
Glioma Signaling 0.05Gy 4h 1.21 0.09 NaN  CDKN1A E2F4,E2F5,MDM2,PRKCD,PRKCI
Glioma Signaling 2Gy 2h 0.32 0.15 -1.41 CAMK2G,CDKN1A,MDM2,MTOR,PDGFA,PIK3CB,PIK3CD,PRKCE,RRAS2,SOS1
Glioma Signaling 2Gy 4h 1.79 0.37 0.26 ABL1,AKT1,CAMK1,CDKN1A,CDKN2A,CDKN2B,CDKN2D,E2F1,E2F5,EGFR,HRAS ,KRAS,MAP2K1,
MDM2,PA2G4,PDGFRA,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,PTEN,RBL2,RRAS2
Glucocorticoid Receptor Signaling 0.05Gy 2h 0.42 0.01 NaN IL6,PTGS2
Glucocorticoid Receptor Signaling 0.05Gy 4h 1.16 0.07 NaN BCL2,CDKN1A,FOS,JAK2,NFATC1,NR3C1,SMARCA4,TGFB1,TGFBR1,UBE2I
BCL2L1,CCL2,CDKN1A,CEBPB,CXCL8,DUSP1,ELK1,HSPA9,IKBKB,IKBKE,IL6,MAPK8,NCOR2,NF
Glucocorticoid Receptor Signaling 2Gy 2h 1.52 0.20 NaN  ATC1,NFATC4,NR3C2,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PTGES3,PTGS2,RAC1,RRAS2,SERPINE1
,SGK1,SMAD3,S0S1
ADRB2,AKT1,BCL2,BCL2L1,CCNH,CDKN1A,DUSP1,ELK1,FOS,FOX0O3,HRAS,HSP90AB1,HSPA6,H
L . . SPAS8,ICAM1,JAK2,KRAS,KRT17,KRT18,MAP2K1,MAP3K1,MAP3K7,MAPK8,NCOA2,NFAT5,NFATC
Glucocorticoid Receptor Signaling 2Gy4ah 150 0.32 NaN )\ B1 NFKBIANRSCL PIK3CB,PIK3CD,PPP3CA, PPP3CB,PPP3CC,PPP3R1,PTGES3,PTGS2,RR
AS2,SMAD2,SMAD3,SMAD4,SMARCA4,TGFB1,TGFBR1,UBE2I|
Gluconeogenesis | 0.05Gy 4h 0.80 0.25 NaN  GPI
Gluconeogenesis | 2Gy 4h 241 1.00 2.00 ENO1,GAPDH,GPI,PGK1
Glutamate Biosynthesis Il 2Gy 4h 0.60 1.00 NaN  GLUD1
Glutamate Degradation X 2Gy 4h 0.60 1.00 NaN GLUD1
Glutamate Receptor Signaling 0.05Gy 4h 1.12 0.18 NaN  GNG5,SLC38A1
Glutamate Receptor Signaling 2Gy 4h 0.26 0.27 NaN  GLUL,GNG5,SLC38A1
Glutamine Biosynthesis | 2Gy 4h 0.60 1.00 NaN  GLUL
Glutaryl-CoA Degradation 2Gy 4h 0.24 0.33 NaN HSD17B10
Glutathione Biosynthesis 2Gy 4h 0.60 1.00 NaN  GCLC
Glutathione Redox Reactions | 2Gy 4h 0.49 0.38 NaN  GPX1,GSTP1,PRDX6
Glutathione Redox Reactions I 2Gy 4h 0.60 1.00 NaN  GLRX
Glutathione-mediated Detoxification 2Gy 4h 0.00 0.20 NaN GSTP1
Glycine Cleavage Complex 2Gy 4h 0.36 0.50 NaN  DLD
Glycogen Degradation Il 2Gy 2h 0.85 1.00 NaN  MTAP
Glycogen Degradation Il 2Gy 2h 0.44 0.33 NaN  MTAP
Glycogen Degradation 11l 2Gy 4h 0.24 0.33 NaN GAA
Glycolysis | 0.05Gy 4h 0.71 0.20 NaN GPI
Glycolysis | 2Gy 4h 3.01 1.00 2.24 ENO1,GAPDH,GPI,PGK1,PKM
GM-CSF Signaling 0.05Gy 4h 0.00 0.03 NaN  JAK2
GM-CSF Signaling 2Gy 2h 1.90 0.29 -0.33 BCL2L1,CAMK2G,CISH,ELK1,PIK3CB,PIK3CD,PPP3CC,PPP3R1,RRAS2,RUNX1,SOS1
GM-CSF Signaling 2Gy 4h 182 0.42 0.00 AKT1,BCL2L1,ELK1,ETS1,HRAS,JAK2,KRAS,MAP2K1,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC

,PPP3R1,RRAS2,RUNX1
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GNRH Signaling 0.05Gy 2h 0.29 0.01 NaN EGR1
GNRH Signaling 0.05Gy 4h 1.00 0.08 1.63 EGR1,FOS,GNAI2,GNG5,PRKCD,PRKCI
GNRH Signaling 2Gy 2h 0.42 0.16 0.30 ATF4,CACNA1A,CAMK2G,CDC42,EGR1,ELK1,MAPK7,MAPK8,PRKCE,RAC1,RRAS2,SOS1
ADCY8,ATF2,ATF4,CACNALC EGFR,EGR1,ELK1,FOS,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,MA
GNRH Signaling 2Gy 4h 1.60 0.36 -0.39 P2K1,MAP3K1,MAP3K7,MAPK8,NFKB1,PRKAR2A ,PRKCD,PRKCE,PRKCI,PRKD3,PTK2B,RRAS2,
SRC
GP6 Signaling Pathway 0.05Gy 4h 0.41 0.06 NaN  PRKCD,PRKCI,RHOG
GP6 Signaling Pathway 2Gy 2h 0.00 0.09 -1.34 PDPK1,PIK3CB,PIK3CD,PRKCE,RAC1
GP6 Signaling Pathway 2Gy 4h 0.00 0.19 1.27 AKT1,COL6A2,GSK3B,LAMC2,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3
GPCR-I_\/I_edlated Integration of Enteroendocrine Signaling 0.05Gy 4h 0.00 003 NaN  GNAI2
Exemplified by an L Cell
GPCR-Mediated Integration of Enteroendocrine Signaling 5 4, 009 016 000 ADCYS,ADRB2,GNAI2,GNAI3,ITPR2,PRKAR2A
Exemplified by an L Cell
GPCR-Mediated Nutrient Sensing in Enteroendocrine Cells 0.05Gy 4h 0.90 0.09 0.00 GNAI2,GNG5,PRKCD,PRKCI
GPCR-Mediated Nutrient Sensing in Enteroendocrine Cells  2Gy 2h 0.00 0.04 NaN  CACNA1A,PRKCE
GPCR-Mediated Nutrient Sensing in Enteroendocrine Cells  2Gy 4h 0.00 0.24 -0.30 ADCY8,CACNA1C,GNAI2,GNAI3,GNG5,ITPR2,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3
G-Protein Coupled Receptor Signaling 0.05Gy 4h 0.00 0.01 NaN  GNAI2,HRH1
. . . ATF4,CAMK2G,CHRM3,DUSP1,DUSP6,GNAO1,IKBKB,IKBKE,NAPEPLD,PDE4D,PDPK1,PIK3CB,PIK
G-Protein Coupled Receptor Signaling 2Gy 2h 0.36 0.15 NaN 3CD,PRKCE, PTGER4,RGS12,RGS4,RRAS2, S1PR3,50S1
ADCY8,ADORA2B,ADRB2,AKT1,APEX1,ATF2,ATF4,DUSP1,DUSP6,GNAI2,GNAI3,HRAS,HRH1,KRA
G-Protein Coupled Receptor Signaling 2Gy 4h 0.00 0.22 NaN  S,LPAR1,MAP2K1,NFKB1,NFKBIA,NPR3,PIK3CB,PIK3CD,PRKAR2A,PRKCE,PTGER2,PTGER3,PTK
2B,RGS4,RRAS2,SRC
Graft-versus-Host Disease Signaling 0.05Gy 2h 0.75 0.05 NaN IL6
Graft-versus-Host Disease Signaling 2Gy 2h 0.00 0.10 NaN  FAS,IL6
Graft-versus-Host Disease Signaling 2Gy 4h 0.00 0.10 NaN  FASHLA-E
Granulocyte Adhesion and Diapedesis 0.05Gy 4h 0.00 0.02 NaN  GNAI2,HRH1
Granulocyte Adhesion and Diapedesis 2Gy 2h 0.00 0.10 NaN  CCL2,CCL7,CXCL1,CXCL2,CXCL8,ITGA5,MMP15,SDC4,TNFRSF1B
Granulocyte Adhesion and Diapedesis 2Gy 4h 0.00 0.14 NaN CD99,CXCL16,EZR,GNAI2,GNAI3,HRH1,ICAM1,IL1R1,MMP11,NGFR,SDC1,TNFRSF11B,TNFRSF1B
Granzyme A Signaling 2Gy 4h 0.00 0.17 NaN  APEX1
Granzyme B Signaling 2Gy 2h 0.92 0.33 NaN  CASP3,CASP8,LMNB1
Granzyme B Signaling 2Gy 4h 0.78 0.44 0.00 BID,CASP3,ENDOG,LMNB1
Growth Hormone Signaling 0.05Gy 2h 0.50 0.03 NaN  SOCS3
Growth Hormone Signaling 0.05Gy 4h 1.61 0.13 0.45 FOS,JAK2,PRKCD,PRKCI,SOCS6
Growth Hormone Signaling 2Gy 2h 1.73 0.28 -1.51 ELK1,IRS1,PDPK1,PIK3CB,PIK3CD,PRKCE,SOCS1,S0CS2,S0CS3,S0CS5,S0CS6
. . ELK1,FOS,GHR,JAK2,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,SOCS2,SOCS3,SOCS5,S0C
Growth Hormone Signaling 2Gy 4h 1.59 0.40 -0.50 S$6.50CS7 SRF
Guanine and Guanosine Salvage | 2Gy 4h 0.60 1.00 NaN HPRT1
Gustation Pathway 0.05Gy 4h 0.00 0.02 NaN  GNG5
Gustation Pathway 2Gy 2h 0.00 0.08 NaN CACNA1A,LPARG6,NAPEPLD,PDE4D
Gustation Pathway 2Gy 4h 0.00 0.14 NaN  ADCY8,APEX1,CACNA1C,GNG5,ITPR2,PANX1,PRKAR2A
Hematopoiesis from Multipotent Stem Cells 0.05Gy 4h 0.46 0.10 NaN KITLG
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Hematopoiesis from Multipotent Stem Cells 2Gy 4h 0.00 0.20 NaN  CSF1,KITLG
Hematopoiesis from Pluripotent Stem Cells 0.05Gy 2h 3.34 0.18 NaN  IL11,IL12A,IL6
Hematopoiesis from Pluripotent Stem Cells 0.05Gy 4h 0.28 0.06 NaN  KITLG
Hematopoiesis from Pluripotent Stem Cells 2Gy 2h 0.36 0.18 NaN  CXCLS,IL11,IL6
Hematopoiesis from Pluripotent Stem Cells 2Gy 4h 0.00 0.24 NaN  CSF1,IL12AKITLG,LIF
Heme Biosynthesis I 2Gy 2h 0.58 0.50 NaN  ALAS1
Heme Degradation 2Gy 2h 0.58 0.50 NaN  HMOX1
Heme Degradation 2Gy 4h 1.20 1.00 NaN  HMOX1,HMOX2
Heparan Sulfate Biosynthesis 0.05Gy 4h 0.24 0.05 NaN  HS6ST1
Heparan Sulfate Biosynthesis 2Gy 2h 1.29 0.30 0.00 AARS1,CHST11,CHST2,EXT1,HS6ST1,LIPE
Heparan Sulfate Biosynthesis 2Gy 4h 0.42 0.30 0.00 AARS1,CES2,EXT1,HS6ST1,LIPE,PRDX6
Heparan Sulfate Biosynthesis (Late Stages) 0.05Gy 4h 0.25 0.05 NaN HS6ST1
Heparan Sulfate Biosynthesis (Late Stages) 2Gy 2h 1.39 0.32 0.00 AARS1,CHST11,CHST2,EXT1,HS6ST1,LIPE
Heparan Sulfate Biosynthesis (Late Stages) 2Gy 4h 0.48 0.32 0.00 AARS1,CES2,EXT1,HS6ST1,LIPE,PRDX6
Hepatic Cholestasis 0.05Gy 2h 1.00 0.03 NaN  IL11,IL12A,IL6
Hepatic Cholestasis 0.05Gy 4h 0.00 0.03 NaN  ATP8B1,PRKCD,PRKCI,TGFB1
Hepatic Cholestasis 2Gy 2h 0.00 0.08 NaN  CXCLS8,IKBKB,IKBKE,IL11,IL6,MAPK8,PRKCE,RXRA,SLC4A2, TNFRSF1B
ADCY8,ATP8B1,CLCF1,CNTF,CYP7B1,IL12A,IL1R1,LIF,MAP3K7,MAPK8,NFKB1,NFKBIA,NGFR,NR1
Hepatic Cholestasis 2Gy 4h 0.00 0.21 NaN H3,PPARA,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,RARA, TGFB1,TNFRSF11B,TNFRSF1B,TNFSF
10
Hepatic Fibrosis / Hepatic Stellate Cell Activation 0.05Gy 2h 0.50 0.02 NaN  IL6,KLF6
Hepatic Fibrosis / Hepatic Stellate Cell Activation 0.05Gy 4h 0.00 0.03 NaN ACTA2,BCL2,TGFB1,TGFBR1
Hepatic Fibrosis / Hepatic Stellate Cell Activation 2Gy 2h 0.00 0.13 NaN ?ﬁLﬁégégﬂBBl,CCL2,CXCL8,EDN1,FAS,FGF2,IL4R,IL6,IL6R,KLF6,PDGFA,SERPINEl,SMADS,SMAD
ACTA2,BCL2,CCN2,COL6A2,CSF1,EGFR,FAS,FGF2,FLT1,ICAML,IFNGR1,IGFBP4,IL1R1,IL4R,IL6R,
Hepatic Fibrosis / Hepatic Stellate Cell Activation 2Gy 4h 0.00 0.23 NaN LEPR,NFKB1,NGFR,PDGFRA,PGF,SMAD2,SMAD3,SMAD4,SMAD7,TGFB1,TGFBR1,TNFRSF11B,T
NFRSF1B
Hepatic Fibrosis Signaling Pathway 0.05Gy 2h 0.00 0.01 NaN  CDKN1B,MYC
Hepatic Fibrosis Signaling Pathway 0.05Gy 4h 0.73 0.06 1.16 ACTA2,BCL2,FOS,FTH1,GNAI2,JAK2,PRKCD,PRKCI,RHOA,RHOG, TGFB1,TGFBR1
ACTA2,ACVR2A,ATF4,BAMBI,CACNA1A,CASP3,CCL2,CDC42,CDKN1B,CEBPB,CXCL8,EDN1,ELK
- . . 1,FGF2,FTH1,GLI3,IKBKB,IKBKE,IRS2,ITGA5,MAP2K5MAPK8,MTOR,MYC,PDGFA,PIK3CB,PIK3C
Hepatic Fibrosis Signaling Pathway 2Gy2h 151019 -1.58 ) oK CE,RACI,RHOB,RHOQ,RIPK1,RND3,RRAS2, SERPINEL,SMAD3,SMAD7,SNAIL, SOS1. TNFR
SF1B
ACTA2,ACVR1,ACVR1B,ACVR2A,AKT1,ATF2,ATF4,AXIN1,BCL2,BMPR2,CACNA1C,CASP3,CCN2,C
TNNB1,ELK1,FGF2,FLT1,FOS,FTH1,FZD1,GLI3,GNAI2,GNAI3,GSK3B,HIF1A,HRAS,ICAM1,IL17RA,I
R . . . L1R1,JAK2,KRAS,LEF1,LEPR,MAP2K1,MAP3K7,MAPK8,NFKB1,NFKBIA,NGFR,NOX4,PDGFRA,P
Hepatic Fibrosis Signaling Pathway 2Gyan 227033 229 L b 3CB,PIK3CD,PRKAR2A,PRKCD,PRKCE, PRKCI,PRKD3,PTCH1, PTEN,RAC3,RHOA RIPKL,R
OCK1,ROCK2,RRAS2,SMAD2,SMAD3,SMAD4,SMAD7,SP1,TCF4,TCF7,TGFB1, TGFBR1,TNFRSF11
B, TNFRSF1B,WNT5A,YAP1
HER-2 Signaling in Breast Cancer 0.05Gy 2h 0.42 0.02 NaN CDKN1B
HER-2 Signaling in Breast Cancer 0.05Gy 4h 0.80 0.08 NaN  CDKN1A,MDM2,PRKCD,PRKCI
HER-2 Signaling in Breast Cancer 2Gy 2h 1.08 0.22 NaN  AREG,CCNE1,CDC42,CDKN1A,CDKN1B,MDM2,PIK3CB,PIK3CD,PRKCE,RRAS2,SOS1
. - AKT1,CCNE1,CCNE2,CDKN1AEGFR,GSK3B,HRAS,ITGB8,KRAS,MDM2,PIK3CB,PIK3CD,PRKCD,P
HER-2 Signaling in Breast Cancer 2Gy 4h 1.01 0.34 NaN RKCE,PRKCI.PRKD3, RRAS?2
Hereditary Breast Cancer Signaling 0.05Gy 4h 0.53 0.07 NaN CDC25C,CDKN1A,SMARCA4
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Hereditary Breast Cancer Signaling 2Gy 2h 0.76 0.20 NaN  CDKN1A,CHEK1,HDAC6,MSH6,NPM1,PIK3CB,PIK3CD,RRAS2,XPC
. . . AKT1,ATM,BARD1,BRCA2,CCNB1,CDKN1A,DDB2,E2F1,GADD45A HRAS KRAS,MSH6,NPM1,PIK3
Hereditary Breast Cancer Signaling 2Gy 4h 2.48 0.44 NaN CB.PIK3CD,PTEN,RRAS2 SMARCA4 UBC. XPC
HGF Signaling 0.05Gy 2h 0.93 0.03 NaN IL6,PTGS2
HGF Signaling 0.05Gy 4h 0.56 0.06 0.00 CDKN1A,FOS,PRKCD,PRKCI
HGF Signaling 2Gy 2h 1.02 0.21 -0.58 CDC42,CDKN1AELK1,IL6,ITGA5,MAPKS8,PIK3CB,PIK3CD,PRKCE,PTGS2,RAC1,RRAS2,SOS1
. . AKT1,ATF2,CDKN1A,CDKN2A,ELK1,ETS1,ETS2,FOS,HRAS ,KRAS,MAP2K1,MAP3K1,MAP3K7,MA
HGF Signaling 2Gy4h 130035 -LIS oy oiK3CB,PIK3CD,PRKCD,PRKCE PRKCI,PRKD3,PTGS2,RRAS2
HIF1iz Signaling 0.05Gy4h  0.00  0.02 NaN  MDM2
HIF11+ Signaling 2Gy 2h 0.41 0.16 NaN EDN1,MAPK7,MAPK8,MDM2,MMP15,PIK3CB,PIK3CD,RRAS2,SLC2A1
HIELT+ Signaling 2Gy 4h 0.37 0.27 NaN QTLJL,QZAE‘;(LHIFlA,HRAS,KRAS,MAPKS,MDM2,MMP11,NAAIO,PGF,PIK3CB,PIK3CD,RRASZ,SLCZ
HIPPO signaling 2Gy 2h 1.21 0.27 -0.82 FRMD6,PPP2CA,RASSF1,SMAD3,STK3,TEAD4,TP53BP2
. . AMOT,CD44,DLG1,LATS1,PPP1CA,PPP2CA,RASSF1,SMAD2,SMAD3,SMAD4,STK4,TEAD1, TEAD4,
HIPPO signaling 2Gy 4h 3.43 0.58 0.00 TP53BP2,YAPL
Histidine Degradation Il 0.05Gy 4h 1.37 1.00 NaN  MTHFD2
Histidine Degradation Ill 2Gy 2h 0.85 1.00 NaN  MTHFD2
Histidine Degradation VI 2Gy 4h 0.00 0.20 NaN CYP7B1
HMGB.1 Signaling 0.05Gy 2h 1.39 0.04 NaN IL11,IL12A,IL6
HMGBL Signaling 0.05Gy 4h 0.33 0.05 2.00 FOS,RHOA,RHOG, TGFB1
. . CCL2,CDC42,CXCL8,ELK1,IL11,IL6,MAP2K5,MAPK8,PIK3CB,PIK3CD,RAC1,RHOB,RHOQ,RND3,RR
HMGBL1 Signaling 2Gy 2h 1.18 0.21 0.00 AS2,SERPINEL TNFRSF1B
AKT1,CLCF1,CNTF,ELK1,FOS,HRAS,ICAM1,IFNGR1,IL12A,IL1R1,KRAS,LIF,MAP2K1,MAPK8,NFKB
HMGBL1 Signaling 2Gy 4h 1.13 0.33 0.00 1,NGFR,PIK3CB,PIK3CD,RAC3,RBBP7,RHOA,RRAS2,SP1, TGFB1,TNFRSF11B,TNFRSF1B,TNFSF1
0
HOTAIR Regulatory Pathway 0.05Gy 2h 0.67 0.02 NaN  MYC,SNAI2
HOTAIR Regulatory Pathway 0.05Gy 4h 0.71 0.06 -0.82 CDKN1A,HSF1,JARID2,MDM2,REST,TGFB1
HOTAIR Regulatory Pathway 2Gy 2h 0.00 0.09 -0.71 CDKN1A,EED,MDM2,MMP15,MYC,PIK3CB,PIK3CD,SNAI2
AKT1,CD44,CDKN1A,CTNNB1,EED,HSF1,ICAM1,JARID2,KDM1A,KMT2A,LEF1,MDM2,mir-
HOTAIR Regulatory Pathway 2Gy 4h 1.37 0.33 -1.62 29,MMP11,MRTFA,NFKB1,NFKBIA,PIK3CB,PIK3CD,PTEN,RBBP7,REST,ROCK1,ROCK2,SNAI2,SR
F, TCF4,TCF7,TGFB1,WNT5A,XIAP
Human Embryonic Stem Cell Pluripotency 0.05Gy 4h 0.00 0.02 NaN  TGFB1,TGFBR1
Human Embryonic Stem Cell Pluripotency 2Gy 2h 0.00 0.12 NaN BDNF,FGF2,INHBA,PDGFA,PDPK1,PIK3CB,PIK3CD,S1PR3,SMAD3,SMAD7
. . ACVR1,AKT1,AXIN1,BMP1,BMP2,BMP4,BMPR2,CTNNB1,FGF2,FZD1,GSK3B,INHBA,LEF1,PDGFRA
Human Embryonic Stem Cell Pluripotency 2Gy4h 094 031 NaN o\ a30p pIK3CD,SMAD2,SMAD3,SMAD4,SMAD6,SMAD7, TCF4, TCF7, TGFB1, TGFBRL,WNT5A
Huntington's Disease Signaling 0.05Gy 4h 0.31 0.05 1.00 GNG5,PRKCD,PRKCI,REST
. o . . ATF4,BCL2L1,BDNF,CASP3,CASP8,HDAC6,HSPA9,MAPK8,MTOR,NCOR2,PDPK1,PIK3CB,PIK3CD,
Huntington's Disease Signaling 2Gy 2h 1.06 0.20 -2.31 PRKCE SGK1,50S1 STX16
. B . . AKT1,ATF2,ATF4,ATP5F1A ATP5PF,BCL2L1,CASP3,CDK5R1,CTSD,EGFR,GNG5,HRAS,HSPAG,HS
Huntington’s Disease Signaling 2Gy4h 052028 150 p)q MAPKS,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,REST,SP1,UBC
Hypoxia Signaling in the Cardiovascular System 0.05Gy 4h 0.46 0.07 NaN  MDM2,UBE2I
Hypoxia Signaling in the Cardiovascular System 2Gy 2h 0.00 0.14 NaN  ATF4,EDN1,MDM2,UBE2E1
Hypoxia Signaling in the Cardiovascular System 2Gy 4h 1.07 0.38 0.71  AKT1,ATF2,ATF4,ATM,HIF1A,HSP90AB1,MDM2,NFKBIA,P4HB,PTEN,UBE2I
Hypusine Biosynthesis 2Gy 4h 0.60 1.00 NaN  EIF5A
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T+-Adrenergic Signaling 0.05Gy 4h 1.07 0.10 NaN  GNAI2,GNG5,PRKCD,PRKCI

T+-Adrenergic Signaling 2Gy 2h 0.00 0.05 NaN PRKCE,RRAS2

i-Adrenergic Signaling 2Gy 4h 0.99 0.35 -0.30 QE?;?,GNAIZ,GNAB,GNG&HRAS,ITPR2,KRAS,MAP2K1,PRKARZA,PRKCD,PRKCE,PRKCI,PRKD3,

Te-glutamyl Cycle 2Gy 4h 0.24 0.33 NaN GCLC

2-linolenate Biosynthesis Il (Animals) 2Gy 4h 0.00 0.17 NaN FADS1

iCOS-iCOSL Signaling in T Helper Cells 0.05Gy 4h 0.00 0.02 NaN NFATC1

iCOS-iCOSL Signaling in T Helper Cells 2Gy 2h 1.03 0.22 -2.11  CAMK2G,IKBKB,IKBKE,NFATC1,NFATC4,PDPK1,PIK3CB,PIK3CD,PPP3CC,PPP3R1,RAC1

iCOS-ICOSL Signaling in T Helper Cells 2Gy 4h 0.28 0.26 151 é_l?'lE'h,ITPR2,NFAT5,NFATC1,NFKBl,NFKBIA,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,

IGF-1 Signaling 0.05Gy 2h 0.38 0.02 NaN  SOCS3

IGF-1 Signaling 0.05Gy 4h 0.68 0.07 0.00 FOS,JAK2,PRKCI,SOCS6

IGF-1 Signaling 2Gy 2h 207 0.27 1.07 ggglilgglélzl,lRSl,IRSZ,MAPKS,PDPKl,PIKSCB,PIK3CD,RRASZ,SOCSl,SOCSZ,SOCSB,SOCSS,SO
. . AKT1,CCN1,CCN2,CSNK2B,ELK1,FOS,FOX0O3,HRAS,IGFBP4,IGFBP6,JAK2,KRAS,MAP2K1,MAPK

IGF-1 Signaling 2Gy4ah 301 045 045 44308, PIK3CD,PRKAR2A PRKCIRRAS2, SOCS2,SOCS3,S0CS5,S0CS6,S0CS7, SRF

IL-1 Signaling 0.05Gy 4h 0.67 0.08 NaN  FOS,GNAI2,GNG5

IL-1 Signaling 2Gy 2h 0.00 0.11 NaN  GNAO1,IKBKB,IKBKE,MAPK8

IL-1 Signaling 2Gy 4h 0.65 0.32 -1.41 ADCY8,FOS,GNAI2,GNAI3,GNG5,IL1R1,MAP3K1,MAP3K7,MAPK8,NFKB1,NFKBIA,PRKAR2A

IL-10 Signaling 0.05Gy 2h 1.27 0.05 NaN 1L6,SOCS3

IL-10 Signaling 0.05Gy 4h 0.00 0.03 NaN FOS

IL-10 Signaling 2Gy 2h 1.00 0.23 NaN ELK1,HMOX1,IKBKB,IKBKE,IL4R,IL6,MAPK8,SOCS3,TYK2

IL-10 Signaling 2Gy 4h 0.54 0.30 NaN ELK1,FOS,HMOXZ1,IL1R1,IL4R,MAP3K7,MAP4K4,MAPK8,NFKB1,NFKBIA,SOCS3,SP1

IL-12 Signaling and Production in Macrophages 0.05Gy 2h 0.30 0.01 NaN  IL12A

IL-12 Signaling and Production in Macrophages 0.05Gy 4h 0.42 0.05 NaN FOS,PRKCD,PRKCI, TGFB1

IL-12 Signaling and Production in Macrophages 2Gy 2h 0.00 0.12 NaN  APOE,CEBPB,IKBKB,IKBKE,MAPK8,PIK3CB,PIK3CD,PRKCE,RXRA

IL-12 Signaling and Production in Macrophages 2Gy 4h 0.00 0.19 NaN ?g';]é,fos,IFNGRl,IL12A,MAP2K1,MAPKS,NFKBl,PIKSCB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,

IL-15 Production 0.05Gy 2h 0.38 0.02 NaN L6

IL-15 Production 0.05Gy 4h 0.66 0.07 NaN  JAK2KIT,PRKCI,YES1

IL-15 Production 2Gy 2h 0.00 0.14 NaN EPHA2,EPHB3,EPHB4,IL6,MAP2K5,MERTK, TWF1,TYK2

IL-15 Production 2Gy 4h 0.46 0.28 NaN ABL1,DDR1,EGFR,EPHA2,EPHB4,FLT1,JAK2 KIT,MAP2K1,MERTK,NFKB1,PDGFRA,PRKCI,PTK2B,

SRC,YES1

IL-15 Signaling 0.05Gy 2h 0.53 0.03 NaN L6

IL-15 Signaling 0.05Gy 4h 0.00 0.03 NaN  JAK2

IL-15 Signaling 2Gy 2h 0.59 0.19 NaN BCL2L1,CXCL8,IL6,PIK3CB,PIK3CD,RRAS2,TYK2

IL-15 Signaling 2Gy 4h 0.51 0.30 NaN  AKT1,BCL2L1,HRAS,JAK2,KRAS,MAP2K1,NFKB1,PIK3CB,PIK3CD,RAC3,RRAS2

IL-17 Signaling 0.05Gy 2h 1.18 0.04 NaN IL6,PTGS2

IL-17 Signaling 0.05Gy 4h 0.00 0.02 NaN  JAK2

IL-17 Signaling 2Gy 2h 1.74 0.27 NaN CCL2,CEBPB,CXCL1,CXCL8,ELK1,IL19,IL6,MAPK8,PIK3CB,PIK3CD,PTGS2,RRAS2
. . AKT1,ATF2,ELK1,GSK3B,HRAS,IL17RA,JAK2,KRAS,MAP2K1,MAP3K7,MAPK8,NFKB1,PIK3CB,PIK3

IL-17 Signaling 2Gy 4h 1.13 0.36 NaN CD,PTGS2,RRAS?

IL-17A Signaling in Airway Cells 0.05Gy 2h 0.52 0.03 NaN IL6

IL-17A Signaling in Airway Cells 0.05Gy 4h 0.00 0.03 NaN  JAK2

IL-17A Signaling in Airway Cells 2Gy 2h 1.12 0.24 -1.41  CXCL1,IKBKB,IKBKE,IL19,IL6,MAPK8,PIK3CB,PIK3CD,TYK2
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IL-17A Signaling in Airway Cells 2Gy 4h 0.65 0.32 -1.51 AKT1,GSK3B,IL17RA,JAK2,MAP2K1,MAP3K7,MAPK8,NFKB1,NFKBIA,PIK3CB,PIK3CD,PTEN
IL-17A Signaling in Fibroblasts 0.05Gy 2h 1.84 0.10 NaN  IL6,NFKBIZ
IL-17A Signaling in Fibroblasts 0.05Gy 4h 0.24 0.05 NaN FOS
IL-17A Signaling in Fibroblasts 2Gy 2h 242 0.40 NaN  CCL2,CCL7,CEBPB,CEBPD,IKBKB,IKBKE,IL6,NFKBIZ
IL-17A Signaling in Fibroblasts 2Gy 4h 0.67 0.35 NaN  CEBPD,FOS,GSK3B,IL17RA,MAP3K7,NFKB1,NFKBIA
IL-17A Signaling in Gastric Cells 0.05Gy 4h 0.32 0.07 NaN FOS
IL-17A Signaling in Gastric Cells 2Gy 2h 0.45 0.20 NaN  CXCL1,CXCL8,MAPK8
IL-17A Signaling in Gastric Cells 2Gy 4h 0.50 0.33 -1.00 EGFR,FOS,IL17RA,MAPK8,NFKB1
IL-2 Signaling 0.05Gy 4h 0.00 0.03 NaN FOS
IL-2 Signaling 2Gy 2h 0.76 0.21 -0.82 ELK1,MAPKS8,PIK3CB,PIK3CD,RRAS2,SOCS1,SOS1
IL-2 Signaling 2Gy 4h 1.01 0.36 0.00 AKT1,CSNK2B,ELK1,FOS,HRAS,KRAS,MAP2K1,MAPKS,PIK3CB,PIK3CD,PTK2B,RRAS2
IL-22 Signaling 0.05Gy 2h  0.97 0.08 NaN  SOCS3
IL-22 Signaling 2Gy 2h 0.63 0.25 NaN  MAPK8,SOCS3,TYK2
IL-22 Signaling 2Gy 4h 0.45 0.33 0.00 AKT1,IL22RA1,MAPK8,SOCS3
IL-23 Signaling Pathway 0.05Gy 2h 0.63 0.04 NaN  SOCS3
IL-23 Signaling Pathway 0.05Gy 4h 0.00 0.04 NaN  JAK2
IL-23 Signaling Pathway 2Gy 2h 0.45 0.18 -1.34  PIK3CB,PIK3CD,RUNX1,SOCS3,TYK2
IL-23 Signaling Pathway 2Gy 4h 0.86 0.36 -1.90 AKT1,HIF1A,JAK2,NFKB1,NFKBIA,PIK3CB,PIK3CD,RORA,RUNX1,SOCS3
IL-3 Signaling 0.05Gy 4h  0.95 0.09 0.00 FOS,JAK2,PRKCD,PRKCI
IL-3 Signaling 2Gy 2h 0.81 0.21 -0.33  ELK1,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PRKCE,RAC1,RRAS2,SOS1
. . AKT1,ELK1,FOS,HRAS,JAK2,KRAS,MAP2K1,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,
IL-3 Signaling 2Gy 4h 1.84 0.41 -0.94 PRKCD,PRKCE,PRKCI,PRKD3,RRAS2
IL-4 Signaling 0.05Gy 4h 0.67 0.08 NaN  JAK2,NFATC1,NR3C1
IL-4 Signaling 2Gy 2h 2.36 0.32 NaN IL4R,IRS1,MTOR,NFATC1,NFATC4,NR3C2,PIK3CB,PIK3CD,RRAS2,SOCS1,SOS1,TYK2
IL-4 Signaling 2Gy 4h 0.46 0.29 NaN  AKT1,HRAS,IL4AR,JAK2,KRAS,NFAT5,NFATC1,NR3C1,PIK3CB,PIK3CD,RRAS2
IL-6 Signaling 0.05Gy 2h 0.87 0.03 NaN  IL6,SOCS3
IL-6 Signaling 0.05Gy 4h  0.00 0.03 NaN  FOS,JAK2
IL-6 Signaling 2Gy 2h 1.28 0.22 0.26 _(IEEERPSB',S)E(;CLS,ELK1,IKBKB,IKBKE,IL6,IL6R,MAPK8,PIK3CB,PIK3CD,RRASZ,SOCSl,SOCSS,SOSl,
. . AKT1,CSNK2B,ELK1,FOS,HRAS,IL1R1,IL6R,IL6ST,JAK2,KRAS,MAP2K1,MAP3K7,MAP4K4,MAPK8
IL-6 Signaling 2Gy4n 136 035 183 \rKB1NFKBIANGFR PIK3CB PIK3CD,RRAS2,SOCS3,SRF,TNFRSF118, TNFRSF1B
IL-7 Signaling Pathway 0.05Gy 2h 1.24 0.05 NaN  CDKN1B,MYC
IL-7 Signaling Pathway 0.05Gy 4h 0.27 0.05 NaN BCL2,NFATC1
IL-7 Signaling Pathway 2Gy 2h 1.21 0.24 -2.33 BCL6,CDKN1B,MYC,NFATC1,PDPK1,PIK3CB,PIK3CD,SLC2A1,SOCS1,SOS1
IL-7 Signaling Pathway 2Gy 4h 0.00 0.21 0.38 AKT1,BCL2,BCL6,FOX03,GSK3B,NFATC1,PIK3CB,PIK3CD,SLC2A1
IL-8 Signaling 0.05Gy 2h  0.20 0.01 NaN PTGS2
IL-8 Signaling 0.05Gy 4h 1.16 0.08 1.41 BCL2,FOS,GNAI2,GNG5,PRKCD,PRKCI,RHOA,RHOG
. . BCL2L1,CDC42,CXCL1,CXCL8,HMOX1,IKBKB,IKBKE,LIMK2,MAPK8,MTOR,NAPEPLD,PIK3CB,PIK3
IL-8 Signaling 2Gy2h 129 020 179 op b b1 PRKCE,PTGS2,RACT,RHOB,RHOQ,RND3,RRAS2
AKT1,BCL2,BCL2L1,CSTB,EGFR,FLT1,FOS,GNAI2,GNAI3,GNG5,HMOX1,HRAS,ICAM1,KRAS,LIM
IL-8 Signaling 2Gy 4h 1.77 0.35 0.17 K2,MAP2K1,MAP4K4,MAPK8,NFKB1,NOX4,PGF,PIK3CB,PIK3CD,PLD1,PRKCD,PRKCE,PRKCI,PR
KD3,PTGS2,PTK2B,RAC3,RHOA,ROCK1,ROCK2,RRAS2,SRC
IL-9 Signaling 0.05Gy 2h 1.88 0.11 NaN  BCL3,SOCS3
IL-9 Signaling 2Gy 2h 2.58 0.42 -1.63 BCL3,CISH,IRS1,IRS2,PIK3CB,PIK3CD,SOCS2,SOCS3
IL-9 Signaling 2Gy 4h 0.27 0.26 -1.00 NFKB1,PIK3CB,PIK3CD,SOCS2,SOCS3
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ILK Signaling 0.05Gy 2h 1.36 0.04 NaN MYC,PTGS2,SNAI2
ILK Signaling 0.05Gy 4h 0.54 0.06 1.34 ACTA2,FERMT2,FOS,RHOARHOG
. . ACTA2,ATF4,CASP3,CDC42,FERMT2,IRS1,IRS2,MAPK8,MTOR,MYC,PDPK1,PIK3CB,PIK3CD,PPP2
ILK Signaling 2Gy2h 260 026 -196 . orGsp RACLRHOB,RHOQ,RND3.SNAIL,SNAI2 TGFB1IL
ACTA2,AKT1,ATF2,ATF4,BMP2,CASP3,CFL1,CTNNB1,FERMT2,FOS,GSK3B,HIF1A,ITGB8,KRT18,L
ILK Signaling 2Gy 4h 1.02 0.32 0.82 EF1,MAPK8,NFKB1,PGF,PIK3CB,PIK3CD,PPP2CA,PTEN,PTGS2,RAC3,RHOA,SNAI2, TMSB10/TMS
B4X
Induction of Apoptosis by HIV1 0.05Gy 2h 0.61 0.03 NaN BBC3
Induction of Apoptosis by HIV1 0.05Gy 4h 0.44 0.07 NaN BBC3,BCL2
Induction of Apoptosis by HIV1 2Gy 2h 2.79 0.37 0.91 BBC3,BCL2L1,BIRC2,CASP3,CASPS8,FAS,IKBKB,IKBKE,MAPK8,RIPK1, TNFRSF1B
. . BBC3,BCL2,BCL2L1,BID,CASP3,FAS,MAPK8,NFKB1,NFKBIA,NGFR,RIPK1,SLC25A5, TNFRSF11B,
Induction of Apoptosis by HIV1 2Gy 4h 2.58 0.50 0.26 TNFRSF1B XIAP
Inflammasome pathway 2Gy 2h 0.00 0.08 NaN  CASPS8
Inflammasome pathway 2Gy 4h 0.00 0.23 NaN  NFKB1,PANX1,PYCARD
Inhibition of Angiogenesis by TSP1 0.05Gy 4h 0.57 0.08 NaN  TGFB1,TGFBR1
Inhibition of Angiogenesis by TSP1 2Gy 2h 0.00 0.08 NaN  CASP3,MAPK8
Inhibition of Angiogenesis by TSP1 2Gy 4h 0.00 0.25 -0.45 AKT1,CASP3,MAPK8,SDC1,TGFB1,TGFBR1
Inhibition of ARE-Mediated mRNA Degradation Pathway 2Gy 2h 0.00 0.13 1.00 MAPK7,PPP2CA, TNFRSF1B,ZFP36
Inhibition of ARE-Mediated mMRNA Degradation Pathway 2Gy 4h 0.58 0.31 0.00 AKT1,CNOT7,MAP3K7,NGFR,PPP2CA,PRKAR2A, TNFRSF11B,TNFRSF1B,TNFSF10,ZFP36
Inhibition of Matrix Metalloproteases 2Gy 2h 0.00 0.04 NaN  MMP15
Inhibition of Matrix Metalloproteases 2Gy 4h 0.00 0.11 NaN  ADAM17,MMP11,SDC1
iINOS Signaling 0.05Gy4h 066 010 NaN FOS,JAK2
iNOS Signaling 2Gy 2h 0.23 014 NaN IKBKB,IKBKE,TYK2
iINOS Signaling 2Gy 4h 0.00 0.24 -0.45 FOS,IFNGR1,JAK2,NFKB1,NFKBIA
Insulin Receptor Signaling 0.05Gy 2h 0.36 0.02 NaN  SOCS3
Insulin Receptor Signaling 0.05Gy 4h 0.00 0.03 NaN  JAK2,PRKCI
Insulin Receptor Signaling 2Gy 2h 1.46 0.23 -1.60 IRS1,IRS2,LIPE,MAPK8,MTOR,NCK1,PDPK1,PIK3CB,PIK3CD,RHOQ,RRAS2,SGK1,SOCS3,SOS1
. . . AKT1,CRK,FOX03,GSK3B,HRAS,JAK2,KRAS,LIPE,MAP2K1,MAPKS8,PIK3CB,PIK3CD,PPP1CA,PRK
Insulin Receptor Signaling 2Gy 4h 0.83 0.32 0.00 AR2A PRKCI.PTEN,RRAS2,50CS3, STXBP4
Integrin Signaling 0.05Gy 4h 0.62 0.06 1.34 ACTA2,ARF3,ARF6,RHOARHOG
Integrin Signaling 2Gy 2h 110 0.20 1.29 ACTA2,ARF4,ARF6,CDC42,ITGA5,MAPK8,NCK1,NEDD9,PIK3CB,PIK3CD,RAC1,RHOB,RHOQ,RND3
,RRAS2,SOS1
Integrin Signaling 2Gy 4h 0.96 0.32 -0.60 ABL1,ACTA2,AKT1,ARF1,ARF3,ARF4,ARF5,ARF6,BCAR1,CRK,GSK3B,HRAS,ITGB8,KRAS,MAP2K1
,MAPK8,PFN1,PIK3CB,PIK3CD,PTEN,RAC3,RHOA,ROCK1,RRAS2,SRC
Interferon Signaling 0.05Gy 4h 1.91 0.18 1.00 BCL2,IFITM1,JAK2,TAP1
Interferon Signaling 2Gy 2h 0.00 0.14 NaN  PTPN2,SOCS1,TYK2
Interferon Signaling 2Gy 4h 0.79 0.36 1.41 BCL2,IFIT1,IFITML,IFITM3,IFNGR1,JAK2,MX1,TAP1
Intrinsic Prothrombin Activation Pathway 2Gy 4h 0.00 0.06 NaN  THBD
Iron homeostasis signaling pathway 0.05Gy 2h 0.39 0.02 NaN IL6
Iron homeostasis signaling pathway 0.05Gy 4h 0.39 0.05 NaN  ATP6V1B2,FTH1,JAK2
Iron homeostasis signaling pathway 2Gy 2h 0.62 0.18 NaN  ATP6VOAL,FTH1,HMOX1,HSPA9,IL6,IL6R,PDGFA,SLC46A1,SMAD3,TYK2
Iron homeostasis signaling pathway 2Gy 4h 1.40 0.36 NaN ATP6VOA1,ATP6V1B2,ATP6V1EL1,BMP1,BMP2,BMP4,BMPR2,EGFR,FTH1,HIF1A,HMOX1,HMOX2,l
L6R,ISCU,JAK2,PDGFRA,SLC11A2,SMAD2,SMAD3,SMAD4
Isoleucine Degradation | 2Gy 4h 1.20 1.00 NaN DLD,HSD17B10
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JAK/Stat Signaling 0.05Gy 2h 1.29 0.05 NaN IL6,SOCS3
JAK/Stat Signaling 0.05Gy 4h 1.10 0.10 0.00 CDKN1A,FOS,JAK2,SOCS6
. . BCL2L1,CDKN1A,CEBPB,CISH,IL6,MTOR,PIK3CB,PIK3CD,RRAS2,SOCS1,SOCS2,SOCS3,SOCS5,
JAK/Stat Signaling 2Gy 2h 4.53 0.41 -1.00 SOCS6,.5051,TYK2
. . AKT1,BCL2L1,CDKN1A,FOS,HRAS,JAK2,KRAS,MAP2K1,NFKB1,PIK3CB,PIK3CD,RRAS2,SOCS2,
JAK/Stat Signaling 2Gy 4h 2.08 0.44 0.24 SOCS3,50CS5,50CS6,50CS7
Ketogenesis 2Gy 2h 0.58 0.50 NaN HMGCS1
Ketogenesis 2Gy 4h 0.36 0.50 NaN  HMGCS1
Leptin Signaling in Obesity 0.05Gy 2h 0.52 0.03 NaN  SOCS3
Leptin Signaling in Obesity 0.05Gy 4h 0.00 0.03 NaN JAK2
Leptin Signaling in Obesity 2Gy 2h 0.00 0.08 NaN  PIK3CB,PIK3CD,SOCS3
Leptin Signaling in Obesity 2Gy 4h 0.00 0.24 -0.38 ADCY8,AKT1,JAK2,LEPR,MAP2K1,PIK3CB,PIK3CD,PRKAR2A,SOCS3
Leukocyte Extravasation Signaling 0.05Gy 4h 0.72 0.07 1.63 ACTA2,GNAI2,PRKCD,PRKCI,RHOA,VAV2
Leukocyte Extravasation Signaling 2Gy 2h 0.00 0.10 -0.33 ACTA2,CDC42,ITGA5,MAPK8,MMP15,PIK3CB,PIK3CD,PRKCE,RAC1
. . . ABL1,ACTA2,BCAR1,CD44,CD99,CRK,CTNNB1,EZR,GNAI2,GNAI3,ICAM1,MAPK8,MMP11,PIK3CB,
Leukocyte Extravasation Signaling 2Gy4h 045 027 082 5 50p PRKCD,PRKCE,PRKCI,PRKD3,PTK2B,RHOA ROCKL,ROCK2,SRC,VAV2
Lipid Antigen Presentation by CD1 0.05Gy 4h 0.64 0.17 NaN ARF6
Lipid Antigen Presentation by CD1 2Gy 2h 0.22 0.17 NaN  ARF6
Lipid Antigen Presentation by CD1 2Gy 4h 0.33 0.33 NaN  ARF6,CALR
LPS/IL-1 Mediated Inhibition of RXR Function 0.05Gy 4h 0.00 0.03 NaN  HS6ST1,NR1H2,PPARGCI1B
LPS/IL-1 Mediated Inhibition of RXR Function 2Gy 2h 0.00 0.10 1.63 ALAS1,APOE,CHST11,CHST2,HMGCS1,HS6ST1,MAPK8,PPARGC1A,PPARGC1B,RXRA, TNFRSF1B
. . . ALDH18A1,CES2,CPT1A,CPT2,GSTP1,HMGCS1,HS6STL,IL1R1,MAP3K1,MAP3K7,MAPK8,NGFR,N
LPS/IL-1 Mediated Inhibition of RXR Function 2Gy 4h 0.00 0.18 -1.07 R1H2.NR1H3,PPARA PPARGCLB, RARA,SOD3, TNFRSF11B TNFRSF1B
LPS-stimulated MAPK Signaling 0.05Gy 4h 0.60 0.07 NaN FOS,PRKCD,PRKCI
LPS-stimulated MAPK Signaling 2Gy 2h 1.28 0.24 0.00 CDC42,ELK1,IKBKB,IKBKE,MAPKS8,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2
. . . ATF2,ELK1,FOS,HRAS ,KRAS,MAP2K1,MAP3K7,MAPK8,NFKB1,NFKBIA,PIK3CB,PIK3CD,PRKCD,
LPS-stimulated MAPK Signaling 2Gy 4h 2.21 0.44 -0.47 PRKCE,PRKCI,PRKD3,RRAS2,SRF
LXR/RXR Activation 0.05Gy 2h 0.76 0.03 NaN IL6,PTGS2
LXR/RXR Activation 0.05Gy 4h 0.00 0.03 NaN NR1H2,RXRB
LXR/RXR Activation 2Gy 2h 0.00 0.13 -0.71  APOE,CCL2,CCL7,HMGCR,IL6,NCOR2,PTGS2,RXRA,RXRB,TNFRSF1B
LXR/RXR Activation 2Gy 4h 0.00 0.14 1.27 HMGCR,IL1R1,LDLR,NFKB1,NGFR,NR1H2,NR1H3,PTGS2,RXRB,TNFRSF11B,TNFRSF1B
Lymphotoxin 2 Receptor Signaling 2Gy 2h 2.75 0.39 -1.89 BCL2L1,BIRC2,CASP3,CXCL1,IKBKB,IKBKE,PDPK1,PIK3CB,PIK3CD,RELB
Lymphotoxin 2 Receptor Signaling 2Gy 4h 0.50 0.31 -1.13  AKT1,BCL2L1,CASP3,NFKB1,NFKBIA,PIK3CB,PIK3CD,TRAF3
Macropinocytosis Signaling 0.05Gy 4h 0.92 0.09 NaN  ARF6,PRKCD,PRKCI,RHOA
Macropinocytosis Signaling 2Gy 2h 0.76 0.20 0.00 ARF6,CDC42,ITGA5,PDGFA,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2
Macropinocytosis Signaling 2Gy 4h 0.67 0.31 -0.58 ARF6,CSF1,HRAS,ITGB8,KRAS,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,RHOA,RRAS2,SRC
Maturity Onset Diabetes of Young (MODY) Signaling 2Gy 2h 0.00 0.08 NaN CACNAlA
Maturity Onset Diabetes of Young (MODY) Signaling 2Gy 4h 0.00 0.15 NaN CACNA1C,GAPDH
Mechanisms of Viral Exit from Host Cells 0.05Gy 4h 1.72 0.21 NaN ACTA2,PRKCD,PRKCI
Mechanisms of Viral Exit from Host Cells 2Gy 2h 0.50 0.21 NaN  ACTA2,LMNB1,PRKCE
Mechanisms of Viral Exit from Host Cells 2Gy 4h 0.95 0.43 NaN  ACTA2,LMNB1,PRKCD,PRKCE,PRKCI,PRKD3
Melanocyte Development and Pigmentation Signaling 0.05Gy 4h 0.47 0.06 NaN  BCL2KIT,KITLG
Melanocyte Development and Pigmentation Signaling 2Gy 2h 0.26 0.14 -1.63 ATF4,MITF,PIK3CB,PIK3CD,RRAS2,SH2B2,SOS1



-log(p-

Ingenuity Canonical Pathways Model value) Ratio z-score Molecules
Melanocyte Development and Pigmentation Signaling 2Gy 4h 0.85 033 0.78 éﬁggg,?;EZ,ATM,BCL2,CRK,HRAS,KIT,KITLG,KRAS,MAPZKl,PIK3CB,PIK3CD,PRKAR2A,RRASZ,
Melanoma Signaling 0.05Gy 4h 0.50 0.07 NaN  CDKN1A,MDM2
Melanoma Signaling 2Gy 2h 0.77 0.22 -0.45 CDKN1A,MDM2,MITF,PIK3CB,PIK3CD,RRAS2
Melanoma Signaling 2Gy 4h 1.67 0.44 0.00 AKT1,CDKN1A,CDKN2A E2F1,HRAS KRAS MAP2K1,MDM2,PIK3CB,PIK3CD,PTEN,RRAS2
Melatonin Degradation | 2Gy 4h 0.00 0.05 NaN CYP1B1
Melatonin Signaling 0.05Gy 4h 0.77 0.09 NaN  GNAI2,PRKCD,PRKCI
Melatonin Signaling 2Gy 2h 0.00 0.12 -1.00 CAMK2G,GNAO1,MAP2K5,PRKCE
Melatonin Signaling 2Gy 4h 0.31 0.27 -0.33  GNAI2,GNAI3,MAP2K1,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,RORA
Mevalonate Pathway | 2Gy 2h 1.27 0.67 NaN HMGCR,HMGCS1
Mevalonate Pathway | 2Gy 4h 0.80 0.67 NaN  HMGCR,HMGCS1
MIF Regulation of Innate Immunity 0.05Gy 2h 0.80 0.06 NaN PTGS2
MIF Regulation of Innate Immunity 0.05Gy 4h 0.27 0.06 NaN FOS
MIF Regulation of Innate Immunity 2Gy 2h 0.00 0.11 NaN  MAPKS8,PTGS2
MIF Regulation of Innate Immunity 2Gy 4h 0.32 0.28 0.45 FOS,MAPK8,NFKB1,NFKBIA,PTGS2
MIF-mediated Glucocorticoid Regulation 0.05Gy 2h 0.94 0.08 NaN PTGS2
MIF-mediated Glucocorticoid Regulation 0.05Gy 4h 0.37 0.08 NaN NR3C1l
MIF-mediated Glucocorticoid Regulation 2Gy 2h 0.00 0.08 NaN PTGS2
MIF-mediated Glucocorticoid Regulation 2Gy 4h 0.38 0.31 1.00 NFKB1,NFKBIA,NR3C1,PTGS2
Mismatch Repair in Eukaryotes 2Gy 2h 1.27 0.67 NaN  MSH6,PCNA
Mismatch Repair in Eukaryotes 2Gy 4h 0.80 0.67 NaN  MSH6,PCNA
Mitochondrial Dysfunction 0.05Gy 4h 0.60 0.07 NaN  BCL2,NDUFS8,NDUFV3
Mitochondrial Dysfunction 2Gy 2h 0.00 0.10 NaN  CASP3,CASP8,MAPK8,PRDX3
. . . AIFM1,ATP5F1A,ATP5PF,BCL2,CASP3,CPT1A,HSD17B10,MAPK8,NDUFS1,NDUFS3,NDUFS8,NDU
Mitochondrial Dysfunction 2Gy 4h 1.48 0.39 NaN FV1,NDUFV3,PRDX3, PSEN2,VDACL
Mitochondrial L-carnitine Shuttle Pathway 2Gy 4h 0.00 0.25 NaN  CPT1A,CPT2
Mitotic Roles of Polo-Like Kinase 0.05Gy 4h 0.94 0.14 NaN  CDC25C,TGFB1
Mitotic Roles of Polo-Like Kinase 2Gy 2h 0.22 0.14 NaN CDC25B,PPP2CA
Mitotic Roles of Polo-Like Kinase 2Gy 4h 0.95 0.43 -2.00 CCNB1,CDC25B,HSP90AB1,PPP2CA,SLK, TGFB1
Molecular Mechanisms of Cancer 0.05Gy 2h 0.56 0.02 NaN  BBC3,CDKN1B,MYC
. BBC3,BCL2,CDC25C,CDKN1A,E2F4,E2F5,FOS,GNAI2,JAK2, MAX,MDM2,PRKCD,PRKCI,RHOA,RH
Molecular Mechanisms of Cancer 0.05Gy 4h 2.53 0.09 NaN 0G.TGFBL TGFBRL
AURKA,BBC3,BCL2L1,BCL2L11,BIRC2,CAMK2G,CASP3,CASP8,CCNE1,CDC25B,CDC42,CDKN1A
Molecular Mechanisms of Cancer 2Gy 2h 1.49 0.19 NaN ,CDKN1B,CFLAR,CHEK1,ELK1,FAS,GNAOL,IRS1,ITGA5MAPK8,MAX,MDM2,MYC,PIK3CB,PIK3CD
,PRKCE,RAC1,RHOB,RHOQ,RND3,RRAS2,SMAD3,SMAD7,SOS1,TYK2,ZBTB17
ABL1,ADCY8,AKT1,ARHGEF3,ATM,AURKA,AXIN1,BBC3,BCL2,BCL2L1,BID,BMP1,BMP2,BMP4,B
MPR2,CASP3,CCNE1,CCNE2,CDC25B,CDK14,CDKN1A,CDKN2A,CDKN2B,CDKN2D,CFLAR,CRK,C
. TNNB1,E2F1,E2F5,ELK1,FAS,FOS,FZD1,GNAI2,GNAI3,GSK3B,HIF1A,HRAS,JAK2,KRAS,LEF1,MA
Molecular Mechanisms of Cancer 2Gyan 453 038 NaN o) MAP3K7,MAPKS,MAX,MDM2,NEKB1,NFKBIA,PA2G4,PIK3CB,PIK3CD, PRKAR2A, PRKCD,PR
KCE,PRKCI,PRKD3,PSEN2,PTCH1,RAC3,RASGRF1,RBPJ,RHOA RRAS2,SMAD2,SMAD3,SMAD4,S
MAD6,SMAD7,SRC,TCF4,TGFB1, TGFBR1,WNT5A,XIAP
Mouse Embryonic Stem Cell Pluripotency 0.05Gy 2h 0.40 0.02 NaN MYC
Mouse Embryonic Stem Cell Pluripotency 0.05Gy 4h 0.00 0.02 NaN  JAK2
Mouse Embryonic Stem Cell Pluripotency 2Gy 2h 0.00 0.13 -1.13 ID3,MYC,PIK3CB,PIK3CD,RRAS2,SOS1,TYK2
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. . AKT1,AXIN1,BMP4,BMPR2,CTNNB1,FZD1,GSK3B,HRAS,ID3,ID4,IL6ST,JAK2,KRAS,LEF1,LIF,LIFR
Mouse Embryonic Stem Cell Pluripotency 2Gy4h 345 047 000\ poK1 MAP3K7,PIK3CB,PIK3CD,RRAS2,SMADA, TCF4, TCF7,XIAP
MSP-RON Signaling Pathway 0.05Gy 2h 0.66 0.04 NaN  IL12A
MSP-RON Signaling Pathway 0.05Gy 4h 0.52 0.08 NaN  ACTA2,JAK2
MSP-RON Signaling Pathway 2Gy 2h 0.29 0.15 NaN ACTA2,CCL2,PIK3CB,PIK3CD
MSP-RON Signaling Pathway 2Gy 4h 0.00 0.23 NaN  ACTA2,CSF1,IL12A,JAK2,PIK3CB,PIK3CD
mTOR Signaling 0.05Gy 4h 0.80 0.07 0.45 PRKCD,PRKCI,RHOA,RHOG,STK11
. . CDC42,HMOX1,IRS1,MTOR,NAPEPLD,PDPK1,PIK3CB,PIK3CD,PLD1,PPP2CA,PRKCE,RAC1,RHO
mTOR Signaling 2Gy 2h 1.63 0.24 -1.81 B.RHOQ,RND3,RRAS2
. . AKT1,EIF4A2,FAU,HIF1A,HMOX1,HRAS,KRAS,PGF,PIK3CB,PIK3CD,PLD1,PPP2CA,PRKCD,PRKCE
MTOR Signaling 2Gy4h 120 034 080 ooy c) PRKD3,RAC3,RHOA RPS19,RPS2,RPS29,RRAS2, STK11
Myc Mediated Apoptosis Signaling 0.05Gy 2h 0.58 0.03 NaN  MYC
Myc Mediated Apoptosis Signaling 0.05Gy 4h 0.00 0.03 NaN  BCL2
Myc Mediated Apoptosis Signaling 2Gy 2h 1.55 0.28 NaN  CASP3,CASP8,FAS,MAPK8,MYC,PIK3CB,PIK3CD,RRAS2,SOS1
Myc Mediated Apoptosis Signaling 2Gy 4h 1.10 0.38 NaN  AKT1,BCL2,BID,CASP3,CDKN2A,FAS,HRAS,KRAS,MAPKS8,PIK3CB,PIK3CD,RRAS2
Myo-inositol Biosynthesis 2Gy 2h 0.58 0.50 NaN  IMPA2
NAD.B|osyntheS|s from 2-amino-3-carboxymuconate 2Gy 4h 0.60 1.00 NaN  ABL1
Semialdehyde
NAD biosynthesis Il (from tryptophan) 2Gy 4h 0.60 1.00 NaN  ABL1
NAD Biosynthesis Il 2Gy 2h 0.85 1.00 NaN NAMPT
NAD Biosynthesis IlI 2Gy 4h 0.60 1.00 NaN  NAMPT
NADH Repair 2Gy 4h 0.60 1.00 NaN  GAPDH
Natural Killer Cell Signaling 0.05Gy 4h 0.65 0.08 NaN  PRKCD,PRKCI,VAV2
Natural Killer Cell Signaling 2Gy 2h 0.52 0.18 NaN NCK1,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2,SOS1
Natural Killer Cell Signaling 2Gy 4h 0.81 0.33 NaN  AKT1,HRAS,KRAS,MAP2K1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,RRAS2,VAV2
NER Pathway 0.05Gy 4h 0.42 0.09 NaN UBE2I
NER Pathway 2Gy 2h 0.33 0.18 NaN  PCNA,XPC
NER Pathway 2Gy 4h 2.12 0.64 1.89 CCNH,DDB2,ERCCS5,LIG1,PCNA,UBE2I,XPC
Netrin Signaling 0.05Gy 4h 0.00 0.04 NaN  NFATC1
Netrin Signaling 2Gy 2h 1.21 0.27 -1.13 CACNA1A,NCK1,NFATC1,NFATC4,PPP3CC,PPP3R1,RAC1
Netrin Signaling 2Gy 4h 0.74 0.35 -1.67 CACNALC,NFAT5,NFATC1,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,RAC3
Neuregulin Signaling 0.05Gy 2h 0.98 0.03 NaN  CDKN1B,MYC
Neuregulin Signaling 0.05Gy 4h 0.34 0.05 NaN ERBIN,PRKCD,PRKCI
Neuregulin Signaling 2Gy 2h 0.50 0.17 -1.00 AREG,CDKN1B,ELK1,ITGA5,MTOR,MYC,PDPK1,PRKCE,RRAS2,SOS1
R . ADAM17,AKT1,CDK5R1,CRK,EGFR,ELK1,ERBIN,HRAS,HSP90AB1,KRAS,MAP2K1,PRKCD,PRKCE,
Neuregulin Signaling 2Gy 4h 0.70 0.31 -0.78 PRKCI.PRKD3,PTEN,RRAS2,SRC
Neuroinflammation Signaling Pathway 0.05Gy 2h 0.75 0.02 NaN  IL12A/IL6,PTGS2
Neuroinflammation Signaling Pathway 0.05Gy 4h 0.00 0.04 -0.82 BCL2,FOS,JAK2,NFATC1,TGFB1,TGFBR1
. . . . ACVR2A,ATF4,BDNF,BIRC2,CASP3,CASP8,CCL2,CFLAR,CXCL8,FAS,HMOX1,IKBKB,IKBKE,IL6,IL6
Neuroinflammation Signaling Pathway 2Gy2h 070 017 -0.78 g \1ApK7,MAPKE NFATCL,NFATC4,PIK3CB,PIK3CD,PPP3CC,PPP3RL,PTGS2,RIPKL, TYK2
ACVR1,ACVR1B,ACVR2A,AKT1,ATF2,ATF4,BCL2,BMPR2,CASP3,CFLAR,CNTF,CTNNB1,FAS,FOS,
FZD1,GABRB2,GDNF,GLUL,GSK3B,HLA-
Neuroinflammation Signaling Pathway 2Gy 4h 1.09 0.30 -1.81  E,HMOX1,ICAM1,IFNGRL,IL12A,IL1R1,IL6R,IRF7,JAK2,MAPK8,NFAT5,NFATC1,NFKB1,NOX4,PIK3C

B,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PSEN2,PTGS2,PYCARD,RIPK1,TGFB1,TGFBR1,TR
AF3,XIAP
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Neuropathic Pain Signaling In Dorsal Horn Neurons 0.05Gy 4h 0.55 0.07 NaN  FOS,PRKCD,PRKCI
Neuropathic Pain Signaling In Dorsal Horn Neurons 2Gy 2h 0.00 0.14 -1.63 BDNF,CAMK2G,ELK1,PIK3CB,PIK3CD,PRKCE
Neuropathic Pain Signaling In Dorsal Horn Neurons 2Gy 4h 0.38 0.27 0.00 CAMKL,ELK1,FOS,ITPR2,PIK3CB,PIK3CD,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,SRC
Neuroprotective Role of THOP1 in Alzheimer's Disease 2Gy 4h 0.00 0.08 NaN  HLA-E,PREP,PRKAR2A
Neurotrophin/TRK Signaling 0.05Gy 2h 1.29 0.05 NaN  SPRY1,SPRY2
Neurotrophin/TRK Signaling 0.05Gy 4h 0.00 0.03 NaN FOS
Neurotrophin/TRK Signaling 2Gy 2h 2.26 0.31 -0.58 ATF4,BDNF,CDC42,MAP2K5,MAPK8,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1,SPRY1,SPRY2
Neurotrophin/TRK Signaling 2Gy 4h 0.60 0.31 0.58 AKT1,ATF2,ATF4,FOS,HRAS KRAS,MAP2K1,MAPK8,NGFR,PIK3CB,PIK3CD,RRAS2
NF-°B Activation by Viruses 0.05Gy 4h 0.22 0.04 NaN  PRKCD,PRKCI
NF-°B Activation by Viruses 2Gy 2h 0.47 0.17 -1.41  IKBKB,IKBKE,ITGA5,PIK3CB,PIK3CD,PRKCE,RIPK1,RRAS2
N I - AKT1,EIF2AK2,HRAS ,KRAS ,MAP3K1,NFKB1,NFKBIA,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRK
NF-1°B Activation by Viruses 2Gy 4h 0.75 0.32 -0.26 D3,RIPK1,RRAS?
NF-°B Signaling 0.05Gy 4h 0.00 0.01 NaN  TGFBR1
NF-I°B Signaling 2Gy 2h 0.00 0.09 0.63 CASPS8,IKBKB,MAPKS8,PIK3CB,PIK3CD,RELB,RIPK1,RRAS2, TNFAIP3,TNFRSF1B
AKT1,BMP2,BMP4,BMPR2,CSNK2B,EGFR,EIF2AK2,FLT1,GHR,GSK3B,HRAS,IL1R1,KRAS,MAP3K1,
NF-I°B Signaling 2Gy 4h 0.49 0.27 -2.04  MAP3K7,MAP4K4,MAPK8,NFKB1,NFKBIA,NGFR,PDGFRA,PIK3CB,PIK3CD,RIPK1,RRAS2,TGFBR1,
TNFRSF11B,TNFRSF1B,TRAF3
NGF Signaling 0.05Gy 4h 0.41 0.06 NaN  PRKCD,RHOA,RHOG
NGF Signaling 2Gy 2h 1.55 0.25 -0.28 ATF4,CDC42,ELK1,IKBKB,IKBKE,MAPK7,MAPK8,PDPK1,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1
. . AKT1,ATF2,ATF4,CRK,ELK1,HRAS KRAS,MAP2K1,MAP3K1,MAP3K7,MAPK8,NFKB1,NGFR,PIK3C
NGF Signaling 2Gy4ah 158 038 047 g b\ 3cD PRKCD,RHOAROCKL,ROCK2,RRAS2
Nicotine Degradation Il 2Gy 4h 0.00 0.06 NaN CYP1B1
Nicotine Degradation IlI 2Gy 4h 0.00 0.06 NaN CYP1B1
Nitric Oxide Signaling in the Cardiovascular System 0.05Gy 4h 0.39 0.05 NaN  PRKCD,PRKCI,SLC7Al
Nitric Oxide Signaling in the Cardiovascular System 2Gy 2h 0.00 0.07 -2.00 CACNAI1A,PIK3CB,PIK3CD,PRKCE
. . . - . AKT1,ATP2A2,CACNA1LC,FLT1,HSP90AB1,ITPR2,MAP2K1,PGF,PIK3CB,PIK3CD,PRKAR2A,PRKCD,
Nitric Oxide Signaling in the Cardiovascular System 2Gy 4h 0.54 0.29 0.26 PRKCE,PRKCI,PRKD3,SLC7A1
nNOS Signaling in Neurons 0.05Gy 4h 0.63 0.09 NaN  PRKCD,PRKCI
nNOS Signaling in Neurons 2Gy 2h 0.00 0.14 NaN  PPP3CC,PPP3R1,PRKCE
nNOS Signaling in Neurons 2Gy 4h 0.79 0.36 -2.00 PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PRKCI,PRKD3
nNOS Signaling in Skeletal Muscle Cells 2Gy 2h 0.00 0.09 NaN CACNAlA
nNOS Signaling in Skeletal Muscle Cells 2Gy 4h 0.00 0.09 NaN CACNAlC
Non-Small Cell Lung Cancer Signaling 0.05Gy 4h 0.00 0.02 NaN RXRB
Non-Small Cell Lung Cancer Signaling 2Gy 2h 0.60 0.19 -1.63 PDPK1,PIK3CB,PIK3CD,RASSF1,RRAS2,RXRA,RXRB,SOS1
. . ABL1,AKT1,CDKN2A E2F1,EGFR,FOX0O3,HRAS,ITPR2,KRAS,MAP2K1,PA2G4,PIK3CB,PIK3CD,RA
Non-Small Cell Lung Cancer Signaling 2Gy 4h 1.61 0.40 0.28 SSF1 RRAS2,RXRB,STK4
Notch Signaling 0.05Gy 2h 0.85 0.06 NaN HES1
Notch Signaling 2Gy 2h 0.40 0.19 NaN  HES1,JAG2,LFNG
Notch Signaling 2Gy 4h 0.43 0.31 0.00 ADAM17,LFNG,NOTCH4,PSEN2,RBPJ
NRF2-mediated Oxidative Stress Response 0.05Gy 4h 0.82 0.07 0.00 ACTA2,FOS,FTH1,PRKCD,PRKCI
NRF2-mediated Oxidative Stress Response 2Gy 2h 138 022 030 QEI:?EZEQART:QZCUL&FTHLHMOXl,JUNB,JUND,MAP2K5,MAPK7,MAPK8,PIK3CB,PIK3CD,PRDX1,P
ACTA2,AKT1,ATF4,FOS,FTH1,GCLC,GSK3B,GSTP1,HMOX1,HRAS,JUNB ,KRAS,MAP2K1,MAP3K 1,
NRF2-mediated Oxidative Stress Response 2Gy 4h 3.13 0.43 0.22 MAP3K7,MAPKS8,PIK3CB,PIK3CD,PPIB,PRDX1,PRKCD,PRKCE,PRKCI,PRKD3,RRAS2,SOD1,SOD3

,TXN,VCP
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Nucleotide Excision Repair Pathway 2Gy 2h 0.44 0.33 NaN  XPC
Nucleotide Excision Repair Pathway 2Gy 4h 1.80 1.00 NaN  CCNH,ERCC5,XPC
Nur77 Signaling in T Lymphocytes 0.05Gy 4h 0.57 0.08 NaN  BCL2,NFATC1
Nur77 Signaling in T Lymphocytes 2Gy 2h 244 0.38 NaN  CASP3,MAP2K5,MAPK7,MEF2D,NFATC1,NR4AL1,PPP3CC,PPP3R1,RXRA
Nur77 Signaling in T Lymphocytes 2Gy 4h 0.41 0.29 NaN  BCL2,CASP3,NFATC1,PPP3CA,PPP3CB,PPP3CC,PPP3R1
Oleate Biosynthesis Il (Animals) 2Gy 4h 0.24 0.33 NaN FADS1
Oncostatin M Signaling 0.05Gy 4h 0.60 0.09 NaN  JAK2,MT2A
Oncostatin M Signaling 2Gy 2h 0.39 0.17 0.00 ELK1,RRAS2,SOS1,TYK2
Oncostatin M Signaling 2Gy 4h 0.71 0.35 -0.71  ELK1,HRAS,IL6ST,JAK2, KRAS,MAP2K1,MT2A,RRAS2
Opioid Signaling Pathway 0.05Gy2h  0.65  0.02 NaN  CDKN1B,MYC
Opioid Signaling Pathway 0.05Gy 4h 0.68 0.06 0.82 FOS,GNAI2,GNG5,PRKCD,PRKCI,YES1
. . ATF4,CACNA1A,CAMK2G,CDC42,CDKN1B,ELK1,GNAO1,MAP2K5,MAPK7,MYC,PPP3CC,PPP3R1,P
Opioid Signaling Pathway 2Gy 2h 0.96 0.19 -0.24 RKCE RAC1,RGS12 RGS4,RRAS2,S0S1
ADCY8,AKT1,ATF2,ATF4,CACNALC,CAMK1,CTNNB1,ELK1,FOS,GNAI2,GNAI3,GNG5,GSK3B,HRA
Opioid Signaling Pathway 2Gy 4h 2.20 0.37 -0.85 S,ITPR2,KRAS,MAP2K1,NFKB1,NFKBIA,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,PRKCD,PR
KCE,PRKCI,PRKD3,RAC3,RGS20,RGS4,RRAS2,SRC,SRF,YES1
Osteoarthritis Pathway 0.05Gy 2h 0.51 0.02 NaN  HES1,PTGS2
Osteoarthritis Pathway 0.05Gy 4h 0.00 0.02 NaN  TGFB1,TGFBR1
. ATF4,CASP3,CASP8,CEBPB,CXCL8,FGF2,GLI3,HES1,ITGA5MTOR,NAMPT,PPARGC1A,PTGS2,PT
Osteoarthritis Pathway 2Gy2h 078 018 094 44 RACT,RUNX2,S1PR3,SDC4,SMAD3,SMAD7, TNFRSF1B
ATF2,ATF4,BMP2,BMPR2,CASP3,CTNNB1,DKK1,FGF2,FOX03,FZD1,GLI3,GREM1,HIF1A,IL1R1,LE
Osteoarthritis Pathway 2Gy 4h 0.53 0.28 -0.93 F1,NAMPT,NFKB1,PGF,PTCH1,PTGS2,RBPJ,SMAD2,SMAD3,SMAD4,SMAD6,SMAD7,SOX9,SP1,TC
F4,TCF7,TGFB1,TGFBR1,TNFRSF1B
Ovarian Cancer Signaling 0.05Gy 2h 0.28 0.01 NaN PTGS2
Ovarian Cancer Signaling 0.05Gy 4h 0.00 0.01 NaN BCL2
Ovarian Cancer Signaling 2Gy 2h 0.00 0.10 -1.34 EDN1,FGF9,MSH6,MTOR,PIK3CB,PIK3CD,PTGS2,RRAS2
ABL1,AKT1,AXIN1,BCL2,BRCA2,CD44,CDKN2A,CTNNB1,E2F1,EGFR,FZD1,GJA1,GSK3B,HRAS,K
Ovarian Cancer Signaling 2Gy 4h 2.17 0.38 0.28 RAS,LEF1,MAP2K1,MSH6,PA2G4,PGF,PIK3CB,PIK3CD,PRKAR2A,PTEN,PTGS2,RRAS2,SRC,TCF4
,TCF7,WNT5A
0OX40 Signaling Pathway 0.05Gy 4h 0.27 0.06 NaN BCL2
0OX40 Signaling Pathway 2Gy 2h 0.00 0.11 NaN  BCL2L1,MAPKS8
0OX40 Signaling Pathway 2Gy 4h 0.86 0.39 -1.63 BCL2,BCL2L1,HLA-E,MAPK8,NFKB1,NFKBIA, TRAF3
Oxidative Phosphorylation 0.05Gy 4h 0.72 0.11 NaN  NDUFS8,NDUFV3
Oxidative Phosphorylation 2Gy 4h 0.76 0.37 1.89 ATP5F1A,ATP5PF,NDUFS1,NDUFS3,NDUFS8,NDUFV1,NDUFV3
P2Y Purigenic Receptor Signaling Pathway 0.05Gy 2h 0.36 0.02 NaN MYC
P2Y Purigenic Receptor Signaling Pathway 0.05Gy 4h 0.95 0.08 0.45 FOS,GNAI2,GNG5,PRKCD,PRKCI
P2Y Purigenic Receptor Signaling Pathway 2Gy 2h 0.00 0.10 -1.63 ATF4,MYC,PIK3CB,PIK3CD,PRKCE,RRAS2
. . . . ADCY8,AKT1,ATF2,ATF4,FOS,GNAI2,GNAI3,GNG5,HRAS,KRAS,MAP2K1,NFKB1,PIK3CB,PIK3CD,P
P2Y Purigenic Receptor Signaling Pathway 2Gy 4h 0.98 0.33 0.45 RKAR2A PRKCD,PRKCE PRKCI. PRKD3,RRAS2
p38 MAPK Signaling 0.05Gy 2h 0.47 0.02 NaN MYC
p38 MAPK Signaling 0.05Gy 4h 0.55 0.07 NaN MAX,TGFB1,TGFBR1
p38 MAPK Signaling 2Gy 2h 0.81 0.21 0.00 ATF4,CDC25B,DUSP1,ELK1,FAS,MAX,MEF2D,MYC,TNFRSF1B
038 MAPK Signaling 2Gy 4h 0.72 0.32 -0.83 gTFZ,ATF4,CDCZSB,DDIT3,DUSP1,ELKl,FAS,IL1R1,MAP3K7,MAX,SRF,TGFBl,TGFBRl,TNFRSFl
p53 Signaling 0.05Gy2h 0.97 0.03 NaN BBC3,SNAI2
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p53 Signaling 0.05Gy 4h 0.97 0.08 0.45 BBC3,BCL2,CDKN1A,GNL3,MDM2
. . BBC3,BCL2L1,CDKN1A,CHEK1,FAS,GNL3,MAPK8,MDM2,PCNA,PIK3CB,PIK3CD,SNAI2, TNFRSF1
p53 Signaling 2Gy 2h 1.79 0.25 1.94 0B.TP53BP2.TP53INPL
AKT1,ATM,BBC3,BCL2,BCL2L1,CDKN1A,CDKN2A,CTNNB1,E2F1,FAS,GADD45A,GNL3,GSK3B,HI
p53 Signaling 2Gy 4h 3.27 0.45 0.82 F1A,MAPK8,MDM2,PCNA,PIK3CB,PIK3CD,PLAGL1,PTEN,SNAI2, TNFRSF10A, TNFRSF10B,TP53BP
2, TP53INP1,TP63
p70S6K Signaling 0.05Gy 4h 0.35 0.05 NaN  GNAI2,PRKCD,PRKCI
p70S6K Signaling 2Gy 2h 0.74 0.19 -2.71  IL4R,IRS1,MTOR,PDPK1,PIK3CB,PIK3CD,PLD1,PPP2CA,PRKCE,RRAS2,SOS1
. . AKT1,BCAP31,EGFR,GNAI2,GNAI3,HRAS,IL4R,KRAS,MAP2K1,PIK3CB,PIK3CD,PLD1,PPP2CA,PRK
p70S6K Signaling 2Gy 4h 0.94 0.33 0.23 CD,PRKCE, PRKCI,PRKD3,RRAS2,SRC
PAK Signaling 2Gy 2h 2.43 0.31 0.28 CASP3,CDC42,EPHB3,ITGA5,LIMK2,MAPK8,NCK1,PDGFA,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1
PAK Signaling 2Gy 4h 0.45 0.29 -0.91 CASP3,CFL1,HRAS,KRAS,LIMK2,MAP2K1,MAPK8,PDGFRA,PIK3CB,PIK3CD,PTK2B,RRAS2
Pancreatic Adenocarcinoma Signaling 0.05Gy 2h 0.85 0.03 NaN  CDKN1B,PTGS2
Pancreatic Adenocarcinoma Signaling 0.05Gy 4h 2.04 0.11 -1.00 BCL2,CDKN1AE2F4,E2F5,JAK2,MDM2,TGFB1,TGFBR1
. . . . BCL2L1,CCNE1,CDC42,CDKN1A,CDKN1B,ELK1,HMOX1,MAPK8,MDM2,NAPEPLD,PIK3CB,PIK3C
Pancreatic Adenocarcinoma Signaling 2Gy 2h 1.78 0.24 -0.54 D.PLD1,PTGS2 RACL,SMAD3 TYK2
ABL1,AKT1,BCL2,BCL2L1,BRCA2,CCNE1,CDKN1A,CDKN2A,CDKN2B,E2F1,E2F5,EGFR,ELK1,HM
Pancreatic Adenocarcinoma Signaling 2Gy 4h 3.39 0.44 -0.69 OX1,JAK2,KRAS,MAP2K1,MAPK8,MDM2,NFKB1,PA2G4,PGF,PIK3CB,PIK3CD,PLD1,PTGS2,SMAD
2,SMAD3,SMAD4,TGFB1,TGFBR1
Parkinson's Signaling 2Gy 2h 1.70 1.00 NaN  CASP3,MAPKS8
Parkinson's Signaling 2Gy 4h 1.20 1.00 NaN  CASP3,MAPK8
Paxillin Signaling 0.05Gy 4h 0.25 0.05 NaN  ACTA2,ARF6
Paxillin Signaling 2Gy 2h 1.43 0.25 -0.30 ACTA2,ARF6,CDC42,ITGA5,MAPK8,NCK1,PIK3CB,PIK3CD,RAC1,RRAS2,SOS1
Paxillin Signaling 2Gy 4h 0.72 0.32 -0.83 ACTA2,ARF1,ARF6,BCAR1,CRK,HRAS,ITGB8,KRAS,MAPKS8,PIK3CB,PIK3CD,PTK2B,RRAS2,SRC
PCP pathway 0.05Gy 4h 0.00 0.04 NaN RHOA
PCP pathway 2Gy 2h 0.52 0.19 1.34 EFNB1,JUNB,JUND,MAPK8,RAC1
PCP pathway 2Gy 4h 1.04 0.39 -0.63 ATF2,EFNB1,FZD1,JUNB,MAPK8,PFN1,RHOAROCK1,ROCK2WNT5A
PD-1, PD-L1 cancer immunotherapy pathway 0.05Gy 2h 1.06 0.04 NaN  CDKN1B,IL12A
PD-1, PD-L1 cancer immunotherapy pathway 0.05Gy 4h 0.00 0.04 NaN JAK2,TGFB1
PD-1, PD-L1 cancer immunotherapy pathway 2Gy 2h 0.49 0.17 0.33 BCL2L1,CD274,CDKN1B,ELK1,PIK3CB,PIK3CD,SMAD3,TNFRSF1B,TYK2
AKT1,BCL2L1,CSNK2B,ELK1,GSK3B,HLA-
PD-1, PD-L1 cancer immunotherapy pathway 2Gy 4h 1.58 0.38 -1.00 E,IFNGRL1,IL12A,JAK2,LATS1,NGFR,PDCD1LG2,PIK3CB,PIK3CD,PTEN,SMAD3,TGFB1,TNFRSF11
B, TNFRSF1B,YAP1
PDGF Signaling 0.05Gy 2h 0.47 0.02 NaN MYC
PDGF Signaling 0.05Gy 4h 0.25 0.05 NaN FOS,JAK2
PDGF Signaling 2Gy 2h 0.81 0.21 -0.33  ELK1,MAPK8,MYC,PDGFA,PIK3CB,PIK3CD,RRAS2,SOS1,TYK2
. . ABL1,CRK,CSNK2B,EIF2AK2,ELK1,FOS,HRAS,JAK2,KRAS,MAP2K1,MAP3K1,MAPK38,PDGFRA,PI
PDGF Signaling 2Gy 4h 1.84 0.41 -0.94 K3CB PIK3CD, RRAS2,SRC,SRF
PEDF Signaling 0.05Gy 4h 0.27 0.05 NaN  BCL2,RHOA
PEDF Signaling 2Gy 2h 1.98 0.29 -0.58 BCL2L1,BDNF,CASP8,CFLAR,ELK1,FAS,IKBKB,IKBKE,PIK3CB,PIK3CD,RAC1,RRAS2
. . AKT1,BCL2,BCL2L1,CFLAR,ELK1,FAS,GDNF,HRAS KRAS,NFKB1,NFKBIA,PIK3CB,PIK3CD,RHOA
PEDF Signaling 2Gy4h 293 048 023 oo0K1 ROCK2,RRAS2,SRF,TCF4,TCF7
Pentose Phosphate Pathway 0.05Gy 4h 1.37 1.00 NaN  G6PD
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Pentose Phosphate Pathway 2Gy 4h 0.60 1.00 NaN  G6PD
Pentose Phosphate Pathway (Oxidative Branch) 0.05Gy 4h 1.37 1.00 NaN  G6PD
Pentose Phosphate Pathway (Oxidative Branch) 2Gy 4h 0.60 1.00 NaN  G6PD
PFKFB4 Signaling Pathway 0.05Gy 4h 131 0.15 NaN  GPI,HK2,TGFB1
PFKFB4 Signaling Pathway 2Gy 2h 0.51 0.20 0.00 ATF4,FGF2,HK2,MAP2K5
PFKFB4 Signaling Pathway 2Gy 4h 0.99 0.40 0.00 ATF2,ATF4,FGF2,GPI,HK2,MAP2K1,PRKAR2A, TGFB1
Phagosome Formation 0.05Gy 4h 1.07 0.09 NaN  MARCKS,PRKCD,PRKCI,RHOA,RHOG
Phagosome Formation 2Gy 2h 0.59 0.18 NaN CDC42,ITGA5,MARCKS,PIK3CB,PIK3CD,PRKCE,RAC1,RHOB,RHOQ,RND3
Phagosome Formation 2Gy 4h 0.00 0.16 NaN MARCKS,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,RHOA
Phagosome Maturation 0.05Gy 4h 0.34 0.06 NaN  ATP6V1B2,TAP1
Phagosome Maturation 2Gy 2h 0.00 0.14 NaN  ATP6V0A1,PRDX1,STX16,TUBB2A,TUBB4B
Phagosome Maturation 2Gy 4h 0.56 0.31 NaN  ATP6VOAL1,ATP6V1B2,ATP6V1ELl,CALR,CTSD,HLA-E,NOX4,PRDX1,PRDX6,TAP1,TUBB2A
Phosphatidylcholine Biosynthesis | 2Gy 2h 0.34 0.25 NaN CHPT1
Phospholipase C Signaling 0.05Gy 4h 0.97 0.07 1.13 GNG5,MARCKS,NFATC1,PRKCD,PRKCI,RHOA,RHOG
. . . ATF4,CDC42,HDAC6,HMOX1,ITGA5,MARCKS,MEF2D,NAPEPLD,NFATC1,NFATC4,PLD1,PPP3CC,
Phospholipase C Signaling 2Gy2h 138 021 180 opan1 PRKCE,RACI,RHOB,RHOQ,RND3,RRAS2,S0S1
ADCY8,ARHGEF3,ATF2,ATF4,GNG5,HMOX1,HRAS,ITPR2,KRAS,MAP2K1,MARCKS,NFAT5,NFATC
Phospholipase C Signaling 2Gy 4h 0.70 0.29 -0.43 1,NFKB1,PEBP1,PLD1,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,R
HOA,RRAS2,SRC
Phospholipases 2Gy 2h 0.56 0.21 0.00 HMOX1,NAPEPLD,PLD1,PNPLA8
Phospholipases 2Gy 4h 0.00 0.16 NaN HMOX1,PLD1,PNPLA8
Phototransduction Pathway 2Gy 4h 0.00 0.07 NaN PRKAR2A
PI3K Signaling in B Lymphocytes 0.05Gy 4h 0.50 0.06 1.00 FOS,NFATC1,PRKCI,VAV2
. L ATF4,CAMK2G,ELK1,IKBKB,IKBKE,IL4R,IRS1,IRS2,NFATC1,NFATC4,PDPK1,PIK3CB,PIK3CD,PP
PI3K Signaling in B Lymphocytes 2Gy 2h 2.03 0.25 -1.81 P3CC,PPP3RLRACLRRAS2
. L ABL1,AKT1,ATF2,ATF4,ATF6,ELK1,FOS,FOXO3,HRAS,IL4AR,ITPR2,KRAS,MAP2K1,NFAT5,NFATC1
PI3K Signaling in B Lymphocytes 2Gy4h 241 040 -15T LK B1NFKBIAPIK3CB,PIK3CD,PPP3CA,PPP3CB, PPP3CC,PPP3R1,PRKCI,PTEN,RRAS2,VAV2
PI3K/AKT Signaling 0.05Gy 2h 0.67 0.02 NaN  CDKN1B,PTGS2
PI3K/AKT Signaling 0.05Gy 4h 0.26 0.04 -1.00 BCL2,CDKN1A,JAK2,MDM2
. . BCL2L1,CDKN1A,CDKN1B,IKBKB,IKBKE,IL4R,IL6R,I TGA5,MDM2,MTOR,PDPK1,PIK3CB,PIK3CD,PP
PI3K/AKT Signaling 2Gy 2h 1.06 0.20 -2.00 P2CA PTGS2,RRAS2,S0S1 TYK2
AKT1,BCL2,BCL2L1,CDKN1A,CTNNB1,FOX03,GHR,GSK3B,HRAS,HSP90AB1,IL17RA,IL18R1,IL1R1
PI3K/AKT Signaling 2Gy 4h 1.03 0.32 0.45 JIL22RA1,ILAR,IL6R,IL6ST,JAK2, KRAS,MAP2K1,MDM2,NFKB1,NFKBIA,PIK3CB,PIK3CD,PPP2CA,PT
EN,PTGS2,RRAS2
PKCI, Signaling in T Lymphocytes 0.05Gy 4h 0.39 0.05 NaN  FOS,NFATC1,VAV2
P L CACNA1A,CAMK2G,IKBKB,IKBKE,MAPK8,NFATC1,NFATC4,PIK3CB,PIK3CD,PPP3CC,PPP3R1,RA
PKCI, Signaling in T Lymphocytes 2Gy 2h 1.77 0.26 -1.39 C1.RRAS2,S0S1
P L CACNA1C,FOS,HRAS ,KRAS,MAP3K1,MAP3K7,MAPK8,NFAT5NFATC1,NFKB1,NFKBIA,PIK3CB,PI
PKC, Signaling in T Lymphocytes 2Gy4ah 140036 LIS\ 30p pPPICA PPP3CE,PPP3CC,PPP3R1,RACS,RRAS2, VAV2
Polyamine Regulation in Colon Cancer 0.05Gy 2h 1.09 0.11 NaN MYC
Polyamine Regulation in Colon Cancer 0.05Gy 4h 0.49 0.11 NaN  MAX
Polyamine Regulation in Colon Cancer 2Gy 2h 1.57 0.44 NaN  MAX,MXD1,MYC,SAT1
Polyamine Regulation in Colon Cancer 2Gy 4h 1.31 0.56 NaN  CTNNB1,KRAS,MAX,SAT1,TCF4
PPAR Signaling 0.05Gy 2h 0.36 0.02 NaN  PTGS2
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PPAR Signaling 0.05Gy 4h 0.00 0.02 NaN FOS
PPAR Signaling 2Gy 2h 0.45 0.16 0.00 IKBKB,IKBKE,NCOR2,PDGFA,PPARGC1A,PTGS2,RRAS2,RXRA,SOS1,TNFRSF1B

. . FOS,HRAS,HSP90ABL,IL1R1,KRAS,MAP2K1,MAP3K7,MAP4K4,NFKB1,NFKBIA,NGFR,NR1H3,PDG
PPAR Signaling 2Gy4h 060 030 -047 o bpARAPTGS2,RRAS2, TNFRSF11B, TNFRSF1B
PPARI+/RXRI+ Activation 0.05Gy 2h 0.65 0.02 NaN BCL3,IL6
PPARI+/RXRI+ Activation 0.05Gy4h  0.00  0.03 NaN  JAK2,TGFB1,TGFBR1
PPARI+/RXRIi+ Activation 2Gy 2h 0.00 0.14 1.39 ACVR2A,BCL3,IKBKB,IKBKE,IL6,IRS1,MAPK8,NCOR2,PPARGC1A,RRAS2,RXRA,SMAD3,SOS1

ACVR1,ACVR1B,ACVR2A,ADCY8,ADIPOR2,BMPR2,GHR,HRAS,HSP90AB1,IL1R1,JAK2, KRAS,MAP
PPARI+/RXRI+ Activation 2Gy 4h 0.60 0.28 1.96 2K1,MAP3K7,MAP4K4,MAPK8,NFKB1,NFKBIA,NR2C2,PPARA,PRKAR2A,RRAS2,SMAD2,SMAD3,S
MAD4,TGFB1,TGFBR1
Pregnenolone Biosynthesis 2Gy 4h 0.00 0.17 NaN CYP7B1
Primary Immunodeficiency Signaling 0.05Gy 4h 0.37 0.08 NaN  TAP1
Primary Immunodeficiency Signaling 2Gy 4h 0.00 0.15 NaN  TAP1,UNG
Production of Nitric Oxide and Reactive Oxygen Species in
0.05Gy 4h 0.78 0.07 0.82 FOS,JAK2,PRKCD,PRKCI,RHOA,RHOG
Macrophages
Production of Nitric Oxide and Reactive Oxygen Species in APOE,CDC42,IKBKB,IKBKE,MAPK8,PIK3CB,PIK3CD,PPP2CA,PRKCE,RAC1,RHOB,RHOQ,RND3,T
2Gy 2h 0.60 0.17 -1.60

Macrophages NFRSF1B,TYK2

Production of Nitric Oxide and Reactive Oxygen Species in AKT1,FOS,IFNGR1,JAK2,MAP2K1,MAP3K1,MAP3K7,MAPK8,NFKB1,NFKBIA,NGFR,PIK3CB,PIK3CD

2Gy 4h 0.46 0.27 -0.63

Macrophages ,PPARA,PPP1CA,PPP2CA,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,RHOA TNFRSF11B,TNFRSF1B

Prolactin Signaling 0.05Gy 2h 1.12 0.04 NaN  MYC,SOCS3

Prolactin Signaling 0.05Gy 4h 1.80 0.12 0.45 FOS,JAK2,NR3C1,PRKCD,PRKCI,SOCS6

Prolactin Signaling 2Gy 2h 293 0.29 1.94 ch)I;I;B,IRSLMYC,PDPKl,PIKSCB,PIK3CD,PRKCE,RRASZ,SOCSl,SOCSZ,SOCS3,SOC85,SOC86,
. . . FOS,HRAS,JAK2,KRAS,MAP2K1,NR3C1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,PRLR,RR

Prolactin Signaling 2Gy4ah 235 043 000 55 50cs2,50CS3,50CS5,S0CS6,S0CS7,SP1, TCF7

Proline Biosynthesis | 2Gy 4h 1.20 1.00 NaN  ALDH18A1,PYCR1

Proline Biosynthesis Il (from Arginine) 2Gy 2h 0.44 0.33 NaN  OAT

Proline Biosynthesis Il (from Arginine) 2Gy 4h 0.80 0.67 NaN OAT,PYCR1

Prostanoid Biosynthesis 0.05Gy 2h 1.26 0.17 NaN PTGS2

Prostanoid Biosynthesis 2Gy 2h 0.70 0.33 NaN  PTGES3,PTGS2

Prostanoid Biosynthesis 2Gy 4h 1.42 0.67 2.00 PTGES,PTGES2,PTGES3,PTGS2

Prostate Cancer Signaling 0.05Gy 2h 0.41 0.02 NaN CDKN1B

Prostate Cancer Signaling 0.05Gy 4h 0.42 0.06 NaN  BCL2,CDKN1A,MDM2

Prostate Cancer Signaling 2Gy 2h 0.98 0.21 NaN  ATF4,CCNE1,CDKN1A,CDKN1B,MDM2,MTOR,PDPK1,PIK3CB,PIK3CD,RRAS2,SOS1

Prostate Cancer Signaling 2Gy 4h 3.62 0.48 NaN ABL1,AKT1,ATF2,ATF4,BCL2,CCNE1,CCNE2,CDKN1A,CTNNB1,E2F1,GSK3B,GSTP1,HRAS,HSP90

AB1,KRAS,LEF1,MAP2K1,MDM2,NFKB1,NFKBIA,PA2G4,PIK3CB,PIK3CD,PTEN,RRAS2

Protein Kinase A Signaling 0.05Gy 2h 0.00 0.01 NaN PTGS2

Protein Kinase A Signaling 0.05Gy 4h 1.31 0.08 0.63 CDC25C,GNAI2,GNG5,NFATC1,PRKCD,PRKCI,PTPN13,RHOA,TGFB1,TGFBR1

Protein Kinase A Signaling 2Gy 2h 0.30 014 -1.89 ATF4,CAMK2G,CDC25B,DUSP1,DUSP6,ELK1,GLI3,LIPE,NAPEPLD,NFATC1,NFATC4,PDE4D,PPP3

CC,PPP3R1,PRKCE,PTGS2,PTP4A1,PTPN2,SMAD3
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ADCY8,APEX1,ATF2,ATF4,CDC25B,CREM,CTNNB1,DUSP1,DUSP6,ELK1,GLI3,GNAI2,GNAI3,GNG
5,GSK3B,ITPR2,LEF1,LIPE,MAP2K1,MAP3K1,NFAT5,NFATC1,NFKB1,NFKBIA,NGFR,PPP1CA,PPP

Protein Kinase A Signaling 2Gy 4h 4.53 0.41 -0.30  3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,PTCH1,PTEN,PTGS2,PT
K2B,PTP4A1,PTPN13,PTPN9,PTPRE,PTPRK,PTPRS,RHOA,ROCK1,ROCK2,SMAD3,SMAD4,TCF4,
TCF7,TGFB1,TGFBR1

Protein Ubiquitination Pathway 0.05Gy 4h 2.00 0.16 NaN MDM2,PSMB9,TAP1,UBE2I,USP53

Protein Ubiquitination Pathway 2Gy 2h 0.54 0.19 NaN  BIRC2,HSPA4L,HSPA9,MDM2,UBE2E1,USP2

Protein Ubiquitination Pathway 2Gy 4h 1.43 0.41 NaN  HLA-E,HSP90AB1,HSPA4L,HSPA6,HSPA8,MDM2,PSMB9,STUB1,TAP1,UBC,UBE2I,USP53,XIAP

PTEN Signaling 0.05Gy 2h 0.28 0.01 NaN CDKN1B

PTEN Signaling 0.05Gy 4h 0.00 0.04 NaN  BCL2,CDKN1A,TGFBR1

. . BCL2L1,BCL2L11,CASP3,CDC42,CDKN1A,CDKN1B,IKBKB,IKBKE,ITGA5,PDPK1,PIK3CB,PIK3CD,R

PTEN Signaling 2Gy 2h 0.94 0.20 1.29 ACL RRAS2,S0S1

. . AKT1,BCAR1,BCL2,BCL2L1,BMPR2,CASP3,CDKN1A,CSNK2B,EGFR,FLT1,FOX03,GHR,GSK3B,HR

PTEN Signaling 2Gy4n 107033 100 )g «RASMAP2KLNFKB1,NGFR,PDGFRA,PIK3CB,PIK3CD,PTEN,RAC3,RRAS2, TGFBR1

Putrescine Degradation Ill 2Gy 2h 0.00 0.13 NaN  SAT1

Putrescine Degradation Ill 2Gy 4h 0.00 0.13 NaN  SAT1

PXR/RXR Activation 0.05Gy 2h 0.42 0.02 NaN IL6

PXR/RXR Activation 0.05Gy 4h 0.00 0.02 NaN  NR3C1

PXR/RXR Activation 2Gy 2h 0.00 0.08 NaN  ALAS1,IL6,PPARGC1ARXRA

PXR/RXR Activation 2Gy 4h 0.00 0.14 NaN  AKT1,CES2,CPT1A,FOX0O3,NR3C1,PPARAPRKAR2A

Pyridoxal 5'-phosphate Salvage Pathway 0.05Gy 4h 0.21 0.05 NaN  PRKCD

Pyridoxal 5'-phosphate Salvage Pathway 2Gy 2h 111 0.27 -0.82 ACVR2A,LIMK2,MAPK7,MAPK8,PRKCE,SGK1

Pyridoxal 5'-phosphate Salvage Pathway 2Gy 4h 0.52 0.32 0.38 ACVR2A,EIF2AK2,LIMK2,MAP2K1,MAPK8,PRKCD,PRKCE

Pyrimidine Deoxyribonucleotides De Novo Biosynthesis | 0.05Gy 4h 1.08 0.50 NaN  NME2

Pyrimidine Deoxyribonucleotides De Novo Biosynthesis | 2Gy 4h 0.36 0.50 NaN  NME2

Pyrimidine Ribonucleotides De Novo Biosynthesis 0.05Gy 4h 0.64 0.17 NaN  NME2

Pyrimidine Ribonucleotides De Novo Biosynthesis 2Gy 2h 0.22 0.17 NaN  CAD

Pyrimidine Ribonucleotides De Novo Biosynthesis 2Gy 4h 0.00 0.17 NaN  NME2

Pyrimidine Ribonucleotides Interconversion 0.05Gy 4h 0.71 0.20 NaN  NME2

Pyrimidine Ribonucleotides Interconversion 2Gy 4h 0.00 0.20 NaN  NME2

Rac Signaling 0.05Gy 4h 0.24 0.04 NaN PRKCI,RHOA

Rac Signaling 2Gy 2h 1.04 0.22 0.00 CDCA42,ELK1,ITGA5,LIMK2,MAPKS8,PIK3CB,PIK3CD,PLD1,RAC1,RRAS2

. . CD44,CDK5R1,CFL1,ELK1,HRAS ,KRAS,LIMK2,MAP2K1,MAP3K1,MAPK8,NFKB1,NOX4,PIK3CB,PI

Rac Signaling 2Gy4h 209 042 -141 50D PLD1,PRKCIPTK2B RHOA RRAS?

RAN Signaling 2Gy 2h 0.27 0.20 NaN  KPNA4

RAN Signaling 2Gy 4h 0.43 0.40 NaN  KPNA4,RANBP1

RANK Signaling in Osteoclasts 0.05Gy 4h 0.24 0.04 NaN  FOS,NFATC1

RANK Signaling in Osteoclasts 2Gy 2h 1.37 0.24 -1.51 BIRC2,ELK1,IKBKB,IKBKE,MAPK8,MITF,NFATC1,PIK3CB,PIK3CD,PPP3CC,PPP3R1

. L AKT1,ELK1,FOS,MAP2K1,MAP3K1,MAP3K7,MAPK8,NFATC1,NFKB1,NFKBIA,PIK3CB,PIK3CD,PP

RANK Signaling in Osteoclasts 2Gy 4h 2.09 0.42 -1.41 P3CA PPP3CB.PPP3CC,PPP3R1,PTK2B,SRC XIAP

RAR Activation 0.05Gy 4h 2.13 0.10 NaN FOS,JAK2,PNRC1,PRKCD,PRKCI,RARG,RXRB,SMARCA4,TGFB1,TRIM24

RAR Activation 2Gy 2h 0.53 0.16 NaN DUSP1,MAPK8,NCOR2,PDPK1,PIK3CB,PIK3CD,PPARGC1A,PRKCE,RAC1,RARG,RELB,RXRA,RXR

B,SMAD3,SMAD7,TRIM24
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ADCY8,AKT1,BMP2,CCNH,CRABP2,CSNK2B,DUSP1,FOS,JAK2,MAP2K1,MAP3K1,MAPK8,NFKB1,

RAR Activation 2Gy 4h 1.72 0.35 NaN PIK3CB,PIK3CD,PNRC1,PRKAR2A,PRKCD,PRKCE,PRKCI,PRKD3,PTEN,RARA,RDH11,RXRB,SMA
D2,SMAD3,SMAD4,SMAD6,SMAD7,SMARCA4,SRC,TGFB1,TRIM24

Reelin Signaling in Neurons 0.05Gy 4h 0.45 0.06 NaN  APBB1,RHOA,YES1

Reelin Signaling in Neurons 2Gy 2h 1.40 0.24 -0.63 APBB1,APOE,CAMK2G,CDC42,ITGA5MAP2K5,MAPK8,MTOR,NDEL 1,PIK3CB,PIK3CD,RAC1

Reelin Signaling in Neurons 2Gy 4h 0.60 0.30 0.54 fgzé,ézzlil,ARHGEF3,CDK5R1,CFL1,CRK,GSKSB,MAPZKl,MAPKB,PIK3CB,PIK3CD,RHOA,SRC,V

Regulation of Actin-based Motility by Rho 0.05Gy 4h 0.99 0.11 NaN  ACTA2,RHOA,RHOG

Regulation of Actin-based Motility by Rho 2Gy 2h 1.13 0.26 -0.38 ACTA2,CDC42,ITGA5,RAC1,RHOB,RHOQ,RND3

Regulation of Actin-based Motility by Rho 2Gy 4h 0.00 0.22 1.34 ACTA2,CFL1,PFN1,RAC3,RHOA,ROCK1

Regulation of Cellular Mechanics by Calpain Protease 0.05Gy 2h 0.62 0.03 NaN CDKN1B

Regulation of Cellular Mechanics by Calpain Protease 2Gy 2h 0.00 0.14 NaN  CCNE1,CDKN1B,ITGA5,RRAS2

Regulation of Cellular Mechanics by Calpain Protease 2Gy 4h 0.35 0.28 0.00 CCNA2,CCNE1,EGFR,EZR,HRAS,KRAS,RRAS2,SRC

Regulation of elF4 and p70S6K Signaling 2Gy 2h 0.65 0.19 -2.33 IRS1,ITGA5MTOR,PDPK1,PIK3CB,PIK3CD,PPP2CA,RRAS2,SOS1

Regulation of elF4 and p70S6K Signaling 2Gy 4h 0.37 0.27 0.71  AKT1,EIF4A2,FAU,HRAS KRAS,MAP2K1,PIK3CB,PIK3CD,PPP2CA,RPS19,RPS2,RPS29,RRAS2

Regulation of IL-2 Expression in Activated and Anergic 0.05Gy 4h 137 011 NaN FOS.NFATCLTGFBL TGFBRLVAV2

T Lymphocytes

Regulation of IL-2 Expression in Activated and Anergic

T Lymphocytes 2Gy 2h 2.06 0.28 NaN ELK1,IKBKB,IKBKE,MAPK8,NFATC1,NFATC4,PPP3CC,PPP3R1,RAC1,RRAS2,SMAD3,SOS1,TOB1

Regulation of IL-2 Expression in Activated and Anergic 2Gy 4h 3.69 050 NaN ELK1,FOS,HRAS ,KRAS,MAP2K1,MAP3K1,MAPK8,NFAT5NFATC1,NFKB1,NFKBIA,PPP3CA,PPP3

T Lymphocytes y ' ’ CB,PPP3CC,PPP3R1,RRAS2,SMAD2,SMAD3,SMAD4,TGFB1,TGFBR1,TOB1,VAV2

Regulation of the Epithelial-Mesenchymal Transition 0.05Gy 2h 0.60 0.02 NaN EGRLSNAI2

Pathway

Ezﬂg’o” of the Epithelial-Mesenchymal Transition 0.05Gy4h 057 006 NaN EGRI,FGF5,JAK2,RHOA TGFB1,TGFBR1

Regulation of the Epithelial-Mesenchymal Transition 2Gv 2h 0.43 0.16 NaN EGR1,FGF2,FGF7,FGF9,JAG2,MAP2K5,mir-

Pathway y ' ’ 34,PIK3CB,PIK3CD,RRAS2,SMAD3,SNAI1,SNAI2,SOS1,TYK2,ZEB2
ADAM17,AKT1,AXIN1,CTNNB1,EGFR,EGR1,ETS1,FGF2,FGF5,FZD1,GSK3B,HIF1A,HRAS,JAK2, KR

Regulation of the Epithelial-Mesenchymal Transition 2Gy 4h 161 034 NaN AS,LEF1,MAP2K1,mir-

Pathway y ' ’ 34,NFKB1,NOTCH4,PIK3CB,PIK3CD,PSEN2,RBPJ,RHOA,RRAS2,SMAD2,SMAD3,SMAD4,SNAI2, T
CF4,TCF7,TGFB1, TGFBR1,WNT5A

Relaxin Signaling 0.05Gy 4h 0.31 0.05 NaN FOS,GNAI2,GNG5

Relaxin Signaling 2Gy 2h 0.00 0.10 NaN ELK1,GNAO1,NAPEPLD,PDE4D,PIK3CB,PIK3CD

Relaxin Signaling 2Gy 4h 0.00 0.24 0.00 ADCY8,AKT1,APEX1,ELK1,FOS,GNAI2,GNAI3,GNG5,MAP2K1,NFKB1,NFKBIA,NPR3,PIK3CB,PIK3C
D,PRKAR2A

Remodeling of Epithelial Adherens Junctions 0.05Gy 4h 0.94 0.14 NaN  ACTA2,ARF6

Remodeling of Epithelial Adherens Junctions 2Gy 2h 0.91 0.29 NaN ACTA2,ARF6,TUBB2A,TUBB4B

Remodeling of Epithelial Adherens Junctions 2Gy 4h 0.59 0.36 NaN  ACTA2,ARF6,CTNNB1,SRC,TUBB2A

Renal Cell Carcinoma Signaling 0.05Gy 4h 0.33 0.05 NaN FOS,TGFB1

Renal Cell Carcinoma Signaling 2Gy 2h 0.59 0.19 0.00 CDC42,PIK3CB,PIK3CD,RAC1,RRAS2,SLC2A1,SOS1

Renal Cell Carcinoma Signaling 2Gy 4h 157 0.41 0.00 éKTl,CRK,ETSl,FH,FOS,HIFlA,HRAS,KRAS,MAPZKl,PIK3CB,PIK3CD,RRASZ,SLCZAl,TGFBl,UB

Renin-Angiotensin Signaling 0.05Gy 4h 0.55 0.06 0.00 FOS,JAK2,PRKCD,PRKCI

Renin-Angiotensin Signaling 2Gy 2h 0.00 0.14 -0.33 CCL2,ELK1,MAPKS8,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2,SOS1
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. . - . ADCY8,ATF2,ELK1,FOS,HRAS,ITPR2,JAK2,KRAS,MAP2K1,MAP3K1,MAPK8,NFKB1,PIK3CB,PIK3C

Renin-Angiotensin Signaling 2Gy4h 123034 179 b oo AR2A PRKCD,PRKCE,PRKCI,PRKD3,PTGER2, PTK2B,RRAS2

Retinoate Biosynthesis | 2Gy 4h 0.00 0.14 NaN BMP2,RDH11

Retinoic acid Mediated Apoptosis Signaling 0.05Gy 4h 0.50 0.07 NaN RARG,RXRB

Retinoic acid Mediated Apoptosis Signaling 2Gy 2h 2.05 0.33 0.38 CASP3,CASP8,CFLAR,PARP2,RARG,RXRA,RXRB,TNFRSF10B,TNFRSF10D
L . . . . BID,CASP3,CFLAR,CRABP2,PARP2,PARP9,RARA,RXRB, TNFRSF10A, TNFRSF10B,TNFRSF10C, TN

Retinoic acid Mediated Apoptosis Signaling 2Gy 4h 2.12 0.48 151 FRSF10D,TNFSF10

Retinol Biosynthesis 2Gy 2h 0.00 0.08 NaN LIPE

Retinol Biosynthesis 2Gy 4h 0.00 0.23 NaN  CES2,LIPE,RDH11

RhoA Signaling 0.05Gy 4h 0.44 0.07 NaN ACTA2,RHOA

RhoA Signaling 2Gy 2h 0.38 0.17 -1.34 ACTA2,LIMK2,LPAR6,PLD1,RND3

RhoA Signaling 2Gy 4h 0.98 0.37 0.30 ACTA2,CFL1,EZR,LIMK2,LPAR1,PFN1,PLD1,PTK2B,RHOA,ROCK1,ROCK2

RhoGDI Signaling 0.05Gy 4h 1.21 0.10 NaN  ACTA2,GNAI2,GNG5,RHOA,RHOG

RhoGDI Signaling 2Gy 2h 0.55 0.18 0.71 ACTA2,CDC42,GNAO1,ITGA5,LIMK2,RAC1,RHOB,RHOQ,RND3

RhoGDI Signaling 2Gy 4h 0.40 0.28 -0.63 ACTA2,ARHGEF3,CD44,CFL1,EZR,GNAI2,GNAI3,GNG5,LIMK2,RAC3,RHOA,ROCK1,ROCK2,SRC

Role of BRCAL in DNA Damage Response 0.05Gy 4h 1.91 0.18 NaN  CDKN1A,E2F4,E2F5,SMARCA4

Role of BRCA1 in DNA Damage Response 2Gy 2h 0.00 0.14 NaN  CDKN1A,CHEK1,MSH6

Role of BRCA1 in DNA Damage Response 2Gy 4h 1.53 0.46 0.71 ATM,BARD1,BRCA2,CDKN1A,E2F1,E2F5GADD45A,MSH6,RBL2,SMARCA4

Role of CHK Proteins in Cell Cycle Checkpoint Control 0.05Gy 4h 2.66 0.29 0.00 CDC25C,CDKN1A,E2F4,E2F5

Role of CHK Proteins in Cell Cycle Checkpoint Control 2Gy 2h 0.91 0.29 NaN  CDKN1A,CHEK1,PCNA,PPP2CA

Role of CHK Proteins in Cell Cycle Checkpoint Control 2Gy 4h 0.95 0.43 0.45 ATM,CDKN1A,E2F1,E2F5,PCNA,PPP2CA

Role of Cytokines in Mediating Communication 0.05Gy 2h 156 0.07 NaN  IL12AIL6

between Immune Cells

Role of Cytokines in Mediating Communication between 0.05Gy 4h 0.00 0.04 NaN  TGEB1

Immune Cells

Role of Cytokines in Mediating Communication between 2Gy 2h 0.00 0.07 NaN  CXCL8,IL6

Immune Cells

Role of Cytokines in Mediating Communication between 2Gy 4h 0.00 0.07 NaN  IL12A TGFBL

Immune Cells

Role of Hypgrcytoklnemla/hyperchemoklnemla|n the 0.05Gy 2h 184 0.10 NaN  IL12AIL6

Pathogenesis of Influenza

Role of Hypgrcytoklnemla/hyperchemoklnemla in the 2Gy 2h 0.26 015 NaN CCL2,CXCL8.IL6

Pathogenesis of Influenza

Role of Hypgrcytoklnemla/hyperchemokmemla in the 2Gy 4h 0.00 0.05 NaN  IL12A

Pathogenesis of Influenza

Role of IL-17A in Arthritis 0.05Gy 2h 0.63 0.04 NaN PTGS2

Role of IL-17A in Arthritis 2Gy 2h 1.47 0.29 NaN  CCL2,CCL7,CXCL1,CXCL8,MAPKS8,PIK3CB,PIK3CD,PTGS2

Role of IL-17A in Arthritis 2Gy 4h 0.60 0.32 NaN  ATF2,IL17RA,MAP2K1,MAPK8,NFKB1,NFKBIA,PIK3CB,PIK3CD,PTGS2

Role of IL-17A in Psoriasis 2Gy 2h 0.38 0.20 NaN  CXCL1,CXCL8

Role of IL-17A in Psoriasis 2Gy 4h 0.00 0.10 NaN IL17RA

Rgle of IL-17F in Allergic Inflammatory Airway 0.05Gy 2h 176 0.09 NaN  IL11IL6

Diseases

Role of IL-17F in Allergic Inflammatory Airway 2Gy2h 158 032 -163 ATF4,CCL2,CCL7,CXCL1,CXCL8,IL11,IL6

Diseases
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Role of IL-17F in Allergic Inflammatory Airway Diseases 2Gy 4h 0.00 0.23 0.00 ATF2,ATF4,IL17RA,MAP2K1,NFKB1

Rple of JAK family kinases in IL-6-type Cytokine 0.05Gy 2h 291 015 NaN  IL6,SOCS3

Signaling

Role of JAK family kinases in IL-6-type Cytokine Signaling 0.05Gy 4h 0.37 0.08 NaN  JAK2

gioglr?;ifnJgAK family kinases in IL-6-type Cytokine 2Gy 2h 227 046 NaN IL6,IL6R,MAPK8,SOCS1,SOCS3,TYK2

Role of JAK family kinases in IL-6-type Cytokine Signaling 2Gy 4h 0.68 0.39 NaN  IL6R,IL6ST,JAK2,MAPK8,SOCS3

Role of JAK1 and JAK3 in T3¢ Cytokine Signaling 0.05Gy 2h 0.56 0.03 NaN  SOCS3

Role of JAK1 and JAK3 in 13¢ Cytokine Signaling 0.05Gy 4h 0.00 0.03 NaN  JAK2

Role of JAK1 and JAK3 in 13 Cytokine Signaling 2Gy 2h 1.03 0.24 NaN IL4R,IRS1,IRS2,PIK3CB,PIK3CD,RRAS2,SOCS1,SOCS3

Role of JAK1 and JAK3 in 13¢ Cytokine Signaling 2Gy 4h 0.31 0.27 NaN  HRAS,IL4R,JAK2,KRAS,PIK3CB,PIK3CD,PTK2B,RRAS2,SOCS3

Role of JAK1, JAK2 and TYK2 in Interferon Signaling 0.05Gy 4h 0.42 0.09 NaN  JAK2

Role of JAK1, JAK2 and TYK2 in Interferon Signaling 2Gy 2h 0.71 0.27 NaN  PTPN2,SOCS1,TYK2

Role of JAK1, JAK2 and TYK2 in Interferon Signaling 2Gy 4h 0.26 0.27 NaN  IFNGR1,JAK2,NFKB1

Role of JAK2 in Hormone-like Cytokine Signaling 0.05Gy 2h 0.76 0.05 NaN  SOCS3

Role of JAK2 in Hormone-like Cytokine Signaling 0.05Gy 4h 0.69 0.10 NaN  JAK2,SOCS6

Role of JAK2 in Hormone-like Cytokine Signaling 2Gy 2h 3.10 0.45 NaN  IRS1,IRS2,SH2B2,SOCS1,S0OCS2,SOCS3,S0CS5,S0CS6,TYK2

Role of JAK2 in Hormone-like Cytokine Signaling 2Gy 4h 1.39 0.45 NaN  GHR,JAK2,PRLR,SH2B2,SOCS2,SOCS3,SOCS5,SOCS6,SOCS7

Role of chrophaggs, Fibroblasts and Endothelial Cells in 0.05Gy 2h 063 0.02 NaN  IL6,MYC,SOCS3

Rheumatoid Arthritis

Role of Macrophages, Fibroblasts and Endothelial Cellsin ¢ oo 4 900 004  NaN  FOS,JAK2,NFATCI,PRKCD,PRKCI,RHOA TGFB1

Rheumatoid Arthritis

Role of Macrophages. Fibroblasts and Endothelial Cells in ATF4,CAMK2G,CCL2,CEBPB,CEBPD,CXCL8,FGF2,GNAOL1,IKBKB,IKBKE,IL16,IL6,ILER,MYC,NFATC

. P g ' 2Gy 2h 0.53 0.16 NaN  1,NFATC4,PDGFA,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PRKCE,RAC1,RIPK1,RRAS2,SOCS1,SOCS3,

Rheumatoid Arthritis TNFRSE1B
AKT1,ATF2,ATF4,AXIN1,CEBPD,CEBPG,CSF1,CTNNB1,DKK1,FGF2,FOS,FZD1,GSK3B,HRAS,ICA

Role of Macrophages. Fibroblasts and Endothelial M1,IL16,IL17RA,IL18R1,IL1R1,IL6R,IL6ST,JAK2 KRAS,LEF1,MAP2K1,MAP3K7,NFAT5,NFATC1,NF

Cells in Rheurgatogid Arthritis 2Gy 4h 1.52 0.31 NaN KB1,NFKBIA,NGFR,PGF,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PR
KCI,PRKD3,RHOA,RIPK1,ROCK1,ROCK2,RRAS2,SOCS3,SRC,TCF4,TCF7,TGFB1, TNFRSF11B,TN
FRSF1B,TRAF3,WNT5A

Role of MAPK Signaling in the Pathogenesis of Influenza  0.05Gy 2h 0.62 0.03 NaN PTGS2

Role of MAPK Signaling in the Pathogenesis of Influenza  0.05Gy 4h 0.00 0.03 NaN  BCL2

Role of MAPK Signaling in the Pathogenesis of Influenza 2Gy 2h 0.67 0.21 NaN  CASP3,CCL2,MAPK8,PNPLA8,PTGS2,RRAS2

Role of MAPK Signaling in the Pathogenesis of Influenza 2Gy 4h 1.07 0.38 NaN  AKT1,ATF2,BCL2,CASP3,HRAS,KRAS,MAP2K1,MAPK8,PNPLA8,PTGS2,RRAS2

Rolg of NANOG in Mammalian Embryonic Stem Cell 0.05Gy 4h 0.00 0.02 NaN  JAK2

Pluripotency

Eﬂﬁpﬁtgﬁ:’;‘oc; in Mammalian Embryonic Stem Cell 2Gy2h 000 010 -1.34 GATAG6,PIK3CB,PIK3CD,RRAS2,SOSL,TYK2

Role of NANOG in Mammalian Embryonic Stem Cell 2Gv 4h 107 0.33 0.28 AKT1,AXIN1,BMP1,BMP2,BMP4,BMPR2,CTNNB1,FZD1,GSK3B,HRAS,IL6ST,JAK2,KRAS,LIF,LIFR,M

Pluripotency y ' ' ' AP2K1,PIK3CB,PIK3CD,RRAS2,SMAD4,WNT5A

Role of NFAT in Cardiac Hypertrophy 0.05Gy 2h 0.64 0.02 NaN  IL11,IL6

Role of NFAT in Cardiac Hypertrophy 0.05Gy 4h 0.66 0.06 0.00 GNAI2,GNG5,PRKCD,PRKCI, TGFB1,TGFBR1
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. . CACNA1A,CAMK2G,HDACS6,IL11,IL6,MAPK8,MEF2D,NFATC4,PIK3CB,PIK3CD,PPP3CC,PPP3R1,PR

Role of NFAT in Cardiac Hypertrophy 2Gy 2h 0.43 0.16 -1.39 KCE,RRAS2,50S1
ADCY8,AKT1,CACNA1C,CAMK1,GNAI2,GNAI3,GNG5,GSK3B,HRAS,IL6ST,ITPR2,KRAS,LIF,MAP2K

Role of NFAT in Cardiac Hypertrophy 2Gy 4h 1.40 0.33 -0.71  1,MAP3K1,MAP3K7,MAPK8,PIK3CB,PIK3CD,PPP3CA,PPP3CB,PPP3CC,PPP3R1,PRKAR2A,PRKC
D,PRKCE,PRKCI,PRKD3,RRAS2,SRC,TGFB1,TGFBR1

Role of NFAT in Regulation of the Immune Response 0.05Gy 4h 0.48 0.06 NaN  FOS,GNAI2,GNG5,NFATC1

Role of NFAT in Regulation of the Immune Response 2Gy 2h 0.59 0.17 -2.31 GNAO1,IKBKB,IKBKE,MEF2D,NFATC1,NFATC4,PIK3CB,PIK3CD,PPP3CC,PPP3R1,RRAS2,SOS1

. . AKT1,ATF2,FOS,GNAI2,GNAI3,GNG5,GSK3B,HRAS,ITPR2,KRAS,MAP2K1,NFAT5,NFATC1,NFKB1,

Role of NFAT in Regulation of the Immune Response 2Gy 4h 0.92 0.32 -0.69 NFKBIA. PIK3CB, PIK3CD,PPP3CA,PPP3CB PPP3CC,PPP3R1,RRAS2

Rolg of Oct4 in Mammalian Embryonic Stem Cell 0.05Gy 4h 115 013 NaN  JARID2,REST,RXRB

Pluripotency

Rolg of Oct4 in Mammalian Embryonic Stem Cell 2Gy 2h 0.00 0.04 NaN  RXRB

Pluripotency

Eﬂﬁp‘ﬁtgncctj in Mammalian Embryonic Stem Cell 2Gy4h 071 035 NaN BMIL,ETS2,IGF2BPL,JARID2,PHB,RARA REST,RXRB

Role of Osteoblasts, Osteoclasts and Chondrocytes in

Rheumatoid Arthritis 0.05Gy 2h 0.44 0.01 NaN IL11,IL6

Role of Ogteoblagt; Osteoclasts and Chondrocytes in 0.05Gy 4h 0.00 003 NaN  BCL2,FOS.NFATCL TGFB1

Rheumatoid Arthritis

Role of Osteoblasts, Osteoclasts and Chondrocytes in 2Gy 2h 0.00 011 NaN BIRC2,IKBKB,IKBKE,IL11,IL6,ITGA5MAPK8,NFATC1,NFATC4,PIK3CB,PIK3CD,PPP3CC,PPP3R1,R

Rheumatoid Arthritis y ' ’ UNX2,TNFRSF1B
ADAM17,AKT1,AXIN1,BCL2,BMP1,BMP2,BMP4,BMPR2,CSF1,CTNNB1,DKK1,FOS,FZD1,GSK3B,IL1

Role of Osteoblasts, Osteoclasts and Chondrocytes in 2Gv 4h 1.05 0.30 NaN 8R1,IL1R1,LEF1,MAP3K7,MAPK8,NFAT5,NFATC1,NFKB1,NFKBIA,NGFR,PIK3CB,PIK3CD,PPP3CA,

Rheumatoid Arthritis y ' ’ PPP3CB,PPP3CC,PPP3R1,PTK2B,SMAD4,SMAD6,SRC,TCF4,TCF7,TGFB1,TNFRSF11B,TNFRSF1B
JWNT5A,XIAP

Role of p14/p19ARF in Tumor Suppression 0.05Gy 4h 0.34 0.07 NaN  MDM2

Role of p14/p19ARF in Tumor Suppression 2Gy 2h 1.44 0.36 0.00 MDM2,NPM1,PIK3CB,PIK3CD,RAC1

Role of p14/p19ARF in Tumor Suppression 2Gy 4h 0.95 0.43 0.45 CDKN2AE2F1,MDM2,NPM1,PIK3CB,PIK3CD

Role of Pgttern Rgcognltlon Receptors in Recognition 0.05Gy 2h 135 0.03 NaN  IL11,IL12AIL6

of Bacteria and Viruses

Role of Pattern' Recognition Receptors in Recognition of 0.05Gy 4h 0.00 0.03 NaN  PRKCD,PRKCI.TGFBL

Bacteria and Viruses

Role of Pattern Recognition Receptors in Recognition of 2Gy2h 000 011 -0.82 CXCL8,IL1L,IL6,MAPK8,NOD1,PIK3CB,PIK3CD,PRKCE,RNASEL

Bacteria and Viruses

Role of Pattern Recognition Receptors in Recognition of 2Gv 4h 0.00 0.21 058 CLCF1,CNTF,EIF2AK2,IFIH1,IL12A,IRF7,LIF, MAPK8,NFKB1,NOD1,PIK3CB,PIK3CD,PRKCD,PRKCE,

Bacteria and Viruses y ' ’ ' PRKCI,PRKD3,TGFB1,TNFSF10

Role of PIBK/AKT Signaling in the Pathogenesis of 0.05Gy 4h 0.00 0.04 NaN  GNAI2

Influenza

Role of PI3K/AKT Signaling in the Pathogenesis of 2Gy 2h 0.00 0.08 NaN  PIK3CB,PIK3CD

Influenza

Role of PISK/AKT Signaling in the Pathogenesis of 2Gys4h 104 039 033 AKTLCRK,GNAI2,GNAI3,GSK3B,MAP2K1,NFKB1,NFKBIA,PIK3CB,PIK3CD

Influenza
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Role of PKR in Interferon Induction and Antiviral Response  2Gy 2h 0.73 0.23 NaN  CASP3,CASP8,IKBKB,IKBKE,RNASEL
Role of PKR in Interferon Induction and Antiviral Response  2Gy 4h 1.13 0.41 NaN  AKT1,ATF2,BID,CASP3,EIF2AK2,MAP3K7,NFKB1,NFKBIA, TRAF3
Role of RIG1-like Receptors in Antiviral Innate Immunity 2Gy 2h 0.75 0.25 -1.00 CASPS8,IKBKB,IKBKE,RIPK1
Role of RIG1-like Receptors in Antiviral Innate Immunity 2Gy 4h 0.72 0.38 0.45 IFIH1,IRF7,NFKB1,NFKBIA,RIPK1,TRAF3
Role of Tissue Factor in Cancer 0.05Gy 2h 0.35 0.02 NaN EGR1
Role of Tissue Factor in Cancer 0.05Gy 4h 0.56 0.06 NaN EGR1,FGF5,JAK2,YES1
Role of Tissue Factor in Cancer 2Gy 2h 1.60 0.24 NaN ?CFZQIESBI\_SJECASP&CCN1,CDC42,CXCL1,CXCL8,EGR1,F3,LIMK2,MTOR,PIK3CB,PIK3CD,PLAUR,RAC
. . AKT1,BCL2L1,CASP3,CCN1,CCN2,CFL1,CSF1,EGFR,EGR1,FGF5,HRAS,JAK2,KRAS,LIMK2,P4HB,
Role of Tissue Factor in Cancer 2Gy 4h 1.30 0.35 NaN PIK3CB,PIK3CD,PTEN,PTK2B,RRAS2,SRC, YES1
i _— .
:_‘;;’I'je(r’:;\;v”UGSK 3l Signaling in the Pathogenesis of 2Gy4h 074 035 -1.00 AXIN1,CTNNB1,FZD1,GSK3B,LEF1,NCOA2 TCF4,TCF7,WNT5A
Salvage Pathways of Pyrimidine Ribonucleotides 0.05Gy 4h 0.50 0.07 NaN  NME2,PRKCD
Salvage Pathways of Pyrimidine Ribonucleotides 2Gy 2h 0.77 0.22 -0.82 ACVR2A,LIMK2,MAPK7,MAPK8,PRKCE,SGK1
Salvage Pathways of Pyrimidine Ribonucleotides 2Gy 4h 0.45 0.30 0.71 ACVR2A,EIF2AK2,LIMK2,MAP2K1,MAPK8,NME2,PRKCD,PRKCE
SAPK/JNK Signaling 0.05Gy4h 028 005 NaN GNG5NFATC1
SAPK/JINK Signaling 2Gy 2h 1.65 0.27 0.30 CDC42,ELK1,IRS1,MAPK8,NFATC1,PIK3CB,PIK3CD,RAC1,RIPK1,RRAS2,SOS1
. . ATF2,CRK,ELK1,GADD45A,GNG5,HRAS,KRAS,MAP3K1,MAP3K7,MAP4K4,MAPK8,NFATC1,PIK3C
SAPK/JINK Signaling 2Gy 4h 1.83 0.42 -0.73 B,PIK3CD,RAC3,RIPK1,RRAS?2
Semaphorin Signaling in Neurons 0.05Gy 4h 0.60 0.09 NaN  RHOA,RHOG
Semaphorin Signaling in Neurons 2Gy 2h 1.03 0.26 NaN  CDC42,LIMK2,RAC1,RHOB,RHOQ,RND3
Semaphorin Signaling in Neurons 2Gy 4h 0.46 0.30 NaN  CFL1,LIMK2,NRP1,RAC3,RHOA,ROCK1,ROCK2
Senescence Pathway 0.05Gy 2h 0.48 0.02 NaN  CDKN1B,IL6
Senescence Pathway 0.05Gy 4h 1.11 0.07 -0.33 CDC25C,CDKN1A,E2F4,E2F5,MDM2,NFATC1,PCGF2,TGFB1, TGFBR1
ACVR2A,CACNA1A,CBX2,CDC25B,CDKN1A,CDKN1B,CEBPB,CHEK1,CXCL8,EED,HBP1,IKBKB,IK
Senescence Pathway 2Gy 2h 2.79 0.24 -1.67 BKE,IL6,ING1,MAP2K5 MAPK7,MDM2MTOR,NFATC1,NFATC4,PIK3CB,PIK3CD,PPP2CA,PPP3CC,
PPP3R1,RRAS2,SERPINE1,SMAD3,SMAD7
ACVR1,ACVR1B,ACVR2A,AKT1,ATM,BMPR2,CACNA1C,CBX2,CCNB1,CDC25B,CDKN1A,CDKN2A,
Senescence Pathwa: 2Gyv 4h 3.61 0.39 144 CDKN2B,DLD,E2F1,E2F5,EED,ETS1,ETS2,FOX03,GADD45A,HRAS,ITPR2,KRAS,MAP2K1,MAP3K7
y y ' ' ' ,MDM2,NFAT5,NFATC1,NFKB1,PHF1,PIK3CB,PIK3CD,PPP1CA,PPP2CA,PPP3CA,PPP3CB,PPP3C
C,PPP3R1,PTEN,RBL2,RRAS2,SMAD2,SMAD3,SMAD4,SMAD6,SMAD7,TGFB1,TGFBR1
Serine Biosynthesis 2Gy 4h 0.24 0.33 NaN  PSPH
Serotonin Receptor Signaling 2Gy 2h 0.00 0.06 NaN GCH1
Serotonin Receptor Signaling 2Gy 4h 0.00 0.13 NaN  ADCY8,GCH1
Sertoli Cell-Sertoli Cell Junction Signaling 0.05Gy 4h 0.00 0.03 NaN  ACTA2,RAB8B
Sertoli Cell-Sertoli Cell Junction Signaling 2Gy 2h 0.00 0.13 NaN ACTA2,CDC42,ELK1,ITGA5MAPK8,RAC1,RRAS2, TUBB2A, TUBB4B
. . . . . ACTA2,AKT1,ATF2,AXIN1,BCAR1,CTNNB1,DLG1,ELK1,GSK3B,HRAS ,KRAS,MAP2K1,MAP3K1,MA
Sertoli Cell-Sertoli Cell Junction Signaling 2Gy4n 154036 NaN o5 7 MAPKSNECTINLNECTIN2, PRKAR2A PTEN,RABSB,RRAS2, SORBSL,SRC, TP, TUBB2A
Signaling by Rho Family GTPases 0.05Gy 4h 1.23 0.08 2.00 ACTA2,FOS,GNAI2,GNG5,PRKCI,RHOA,RHOG
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Signaling by Rho Family GTPases 2Gy 2h 0.57 0.17 -0.83 ACTA2,CDC42,ELK1,GNAOL,ITGA5,LIMK2,MAPKS8,PIK3CB,PIK3CD,PLD1,RAC1,RHOB,RHOQ,RND3
. . . ACTA2,ARHGEF3,CFL1,DES,ELK1,EZR,FOS,GNAI2,GNAI3,GNG5,LIMK2,MAP2K1,MAPK8,NFKB1,N
Signaling by Rho Family GTPases 2Gyah 077030 023 G5y biK3CB,PIK3CD,PLDL,PRKCI PTK2B,RAC3, RHOA ROCK1,ROCK2, SLCOAL
Sirtuin Signaling Pathway 0.05Gy 2h 0.22 0.01 NaN  MYC
Sirtuin Signaling Pathway 0.05Gy 4h 1.35 0.08 0.38 G6PD,GABPA,HSF1,NDUFS8,NDUFV3,NR1H2,STK11,TRIM28
Sirtuin Signaling Pathway 2Gy 2h 0.00 0.13 0.00 ATGY9A,BCL2L11,CXCL8,DUSP6,MAP1LC3B,MAPK7,MTOR,MYC,NAMPT,PPARGC1A,SLC2A1,XPC
AKT1,APEX1,ARNTL,ATG9A,ATP5F1A ATP5PF,CPT1A,DUSP6,E2F1,ESRRA,FOX03,G6PD,GABPA
L . . GADDA45A,GLUD1,GSK3B,HIF1A,HSF1,MAP1LC3A,MAP1LC3B,NAMPT,NDUFS1,NDUFS3,NDUFSS8,
Sirtuin Signaling Pathway 2Gy4h 418 043 054 \5UFy1,NDUFV3,NFKBL,NRIH2,NR1H3,PGK1,PPARA,SLC25A5,SLC2AL, SOD1,S0D3,SP1,STK1L,
TRIM28,TSPO,VDAC1,XPC
Small Cell Lung Cancer Signaling 0.05Gy 2h 2.10 0.07 NaN CDKN1B,MYC,PTGS2
Small Cell Lung Cancer Signaling 0.05Gy 4h 0.53 0.07 NaN  BCL2,MAX,RXRB
Small Cell Lung Cancer Signaling 2Gy 2h 2.15 0.29 -2.12 BCL2L1,BIRC2,CCNE1,CDKN1B,IKBKB,IKBKE,MAX,MYC,PIK3CB,PIK3CD,PTGS2,RXRA,RXRB
. . ABL1,AKT1,BCL2,BCL2L1,BID,CCNE1,CCNE2,CDKN2B,E2F1,MAX,NFKB1,NFKBIA,PA2G4,PIK3C
Small Cell Lung Cancer Signaling 2Gy 4h 2.09 0.42 -0.63 B PIK3CD,PTEN,PTGS2 RXRB. TRAF3
S-methyl-5'-thioadenosine Degradation Il 2Gy 2h 0.85 1.00 NaN  MTAP
Sonic Hedgehog Signaling 2Gy 2h 0.00 0.09 NaN  GLI3
Sonic Hedgehog Signaling 2Gy 4h 0.94 0.46 0.00 CCNB1,GLI3,GSK3B,PRKAR2A,PTCH1
Sperm Motility 0.05Gy 4h 0.48 0.06 NaN  JAK2KIT,PRKCD,PRKCI,YES1
Sperm Motility 2Gy 2h 0.00 0.11 0.00 EPHA2,EPHB3,EPHB4,MAP2K5,MERTK,PDE4D,PNPLA8,PRKCE, TWF1,TYK2
. ABL1,DDR1,EGFR,EPHA2,EPHBA4,FLT1,ITPR2,JAK2 KIT,MAP2K1,MERTK,PDGFRA,PNPLA8,PRKA
Sperm Motility 2Gy4h 000 024 -141 o)) BRKCD,PRKCE,PRKCI,PRKD3,PTK2B,SLC12A2,SRC, YESL
Spermine and Spermidine Degradation | 2Gy 2h 0.85 1.00 NaN SAT1
Spermine and Spermidine Degradation | 2Gy 4h 0.60 1.00 NaN  SAT1
Sphingomyelin Metabolism 2Gy 2h 0.58 0.50 NaN SGMS1
Sphingomyelin Metabolism 2Gy 4h 0.36 0.50 NaN  SGMS2
Sphingosine and Sphingosine-1-phosphate Metabolism 0.05Gy 4h 1.08 0.50 NaN SGPP1
Sphingosine and Sphingosine-1-phosphate Metabolism 2Gy 4h 0.36 0.50 NaN  SGPP1
Sphingosine-1-phosphate Signaling 0.05Gy 4h 0.48 0.06 NaN  GNAI2,RHOA,RHOG
Sphingosine-1-phosphate Signaling 2Gy 2h 1.19 0.23 0.00 CASP3,CASP8,CDC42,PDGFA,PIK3CB,PIK3CD,RAC1,RHOB,RHOQ,RND3,S1PR3
Sphingosine-1-phosphate Signaling 2Gy 4h 0.00 0.23 0.00 ADCY8,AKT1,CASP3,GNAI2,GNAI3,PDGFRA,PIK3CB,PIK3CD,PTK2B,RAC3,RHOA
SPINK1 General Cancer Pathway 0.05Gy 2h 0.69 0.04 NaN IL6
SPINK1 General Cancer Pathway 0.05Gy 4h 0.57 0.08 NaN  JAK2 MT2A
SPINK1 General Cancer Pathway 2Gy 2h 0.96 0.25 -0.82  IL6,IL6R,PIK3CB,PIK3CD,RRAS2,TYK2
SPINK1 General Cancer Pathway 2Gy 4h 2.15 0.50 -1.16  AKT1,EGFR,HRAS,IL6R,JAK2 KRAS,MAP2K1,MT1X,MT2A,PIK3CB,PIK3CD,RRAS2
SPINK1 Pancreatic Cancer Pathway 0.05Gy 4h 1.05 0.17 NaN TGFB1,TGFBR1
SPINK1 Pancreatic Cancer Pathway 2Gy 2h 0.00 0.08 NaN  SMAD3
SPINK1 Pancreatic Cancer Pathway 2Gy 4h 0.80 0.42 0.45 CPQ,SMAD2,SMAD3,TGFB1,TGFBR1
STAT3 Pathway 0.05Gy 2h 0.68 0.02 NaN  MYC,SOCS3
STAT3 Pathway 0.05Gy 4h 0.74 0.07 -0.45 BCL2,CDKN1A,JAK2,SOCS6,TGFB1,TGFBR1
STAT3 Pathway 2Gy 2h 0.70 018 0.00 CDKNI1A,CISH,FGF2,IL4R,IL6R,MAPK8,MYC,PTPN2,RAC1,RRAS2,SOCS1,SOCS2,SOCS3,SOCS5,

SOCS6,TYK2
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BCL2,BMPR2,CDKN1A,EGFR,FGF2,FLT1,GHR,HRAS,IL17RA,IL18R1,IL1R1,IL22RA1,IL4R,IL6R,IL6S
STAT3 Pathway 2Gy 4h 1.28 0.33 -0.82  T,JAK2,KRAS,MAP2K1,MAPK8,NGFR,PDGFRA,RRAS2,SOCS2,SOCS3,SOCS5,SOCS6,SOCS7,SRC
,TGFB1,TGFBR1
Sumoylation Pathway 0.05Gy 4h 212 0.14 -0.45 FOS,MDM2,NR3C1,RHOA,RHOG,UBE2I
Sumoylation Pathway 2Gy 2h 121 0.24 0.38 CDC42,FAS,MAPK8,MDM2,PCNA,RAC1,RHOB,RHOQ,RND3,SP100
. ETS1,FAS,FOS,KDM1A,MAPK8,MDM2,NFKB1,NFKBIA,NR3C1,PCNA,RAC3,RHOA,SMAD4,SP1,ST
Sumoylation Pathway 2Gy 4h 1.71 0.41 -0.58 UBL,UBE2!,XIAP
Superoxide Radicals Degradation 2Gy 4h 0.26 0.29 NaN  SOD1,SOD3
Superpathway of Cholesterol Biosynthesis 2Gy 2h 1.05 0.38 NaN HMGCR,HMGCS1,SC5D
Superpathway of Cholesterol Biosynthesis 2Gy 4h 0.00 0.25 NaN HMGCR,HMGCS1
Superpathway of Citrulline Metabolism 2Gy 2h 0.00 0.10 NaN  OAT
Superpathway of Citrulline Metabolism 2Gy 4h 0.00 0.20 NaN  ALDH18A1,0AT
Superpgthway of D-myo-inositol (1,4,5)-trisphosphate 2Gy 2h 0.27 0.20 NaN  IMPA2
Metabolism
Superpa}thway of D-myo-inositol (1,4,5)-trisphosphate 2Gy 4h 0.00 0.20 NaN  PTEN
Metabolism
Superpathway of Geranylgeranyldiphosphate Biosynthesis 2Gy 2h 197 067 NaN  HMGCR,HMGCS1
| (via Mevalonate)
Superpathway of Geranylgeranyldiphosphate Biosynthesis 2Gy 4h 0.80 067 NaN  HMGCR,HMGCS1
| (via Mevalonate)
Superpathway of Inositol Phosphate Compounds 0.05Gy 2h 0.57 0.03 NaN  SOCS3
Superpathway of Inositol Phosphate Compounds 0.05Gy 4h 0.39 0.06 NaN  CDC25C,PTPN13
Superpathway of Inositol Phosphate Compounds 2Gy 2h 0.50 0.18 -1.63 CDC25B,DUSP1,PIK3CB,PIK3CD,PTPN2,SOCS3
Superpathway of Inositol Phosphate Compounds 2Gy 4h 0.74 0.33 0.30 CDC25B,DUSP1,NUDT11,PAWR,PIK3CB,PIK3CD,PPP1CA,PPP3CA,PTEN,PTPN13,SOCS3
Superpathway of Melatonin Degradation 2Gy 4h 0.00 0.05 NaN CYP1B1
Superpathway of Methionine Degradation 2Gy 4h 0.00 0.20 NaN DLD
Superpathway of Serine and Glycine Biosynthesis | 2Gy 4h 0.00 0.20 NaN  PSPH
Synaptic Long Term Depression 0.05Gy 4h 0.35 0.05 NaN  GNAI2,PRKCD,PRKCI
Synaptic Long Term Depression 2Gy 2h 0.00 0.10 -0.82 CACNA1A,GNAO1,PNPLA8,PPP2CA,PRKCE,RRAS2
. . CACNA1C,GNAI2,GNAI3,HRAS,ITPR2,KRAS,MAP2K1,NPR3,PNPLA8,PPP2CA,PRKCD,PRKCE,PRK
Synaptic Long Term Depression 2Gy 4h 0.31 0.26 -0.78 Cl.PRKD3,RRAS2
Synaptic Long Term Potentiation 0.05Gy 4h 0.22 0.04 NaN  PRKCD,PRKCI
Synaptic Long Term Potentiation 2Gy 2h 0.00 0.13 -0.82 ATF4,CAMK2G,PPP3CC,PPP3R1,PRKCE,RRAS2
. . ADCY8,ATF2,ATF4,CACNALC,HRAS,ITPR2,KRAS,MAP2K1,PPP1CA,PPP3CA,PPP3CB,PPP3CC,PP
Synaptic Long Term Potentiation 2Gy 4h 1.85 0.40 -1.41 P3R1,PRKAR2A PRKCD,PRKCE,PRKCI.PRKD3,RRAS2
Synaptogenesis Signaling Pathway 0.05Gy 2h 0.24 0.01 NaN RAB3A
Synaptogenesis Signaling Pathway 0.05Gy 4h 0.47 0.05 0.45 EFNA4,MARCKS,PRKCD,RHOA YES1
- . APOE,ATF4,BDNF,CAMK2G,CDC42,EFNB1,EPHA2,EPHB3,EPHB4,MARCKS,MTOR,PIK3CB,PIK3C
Synaptogenesis Signaling Pathway 2Gy 2h 1.34 0.21 -1.15 D,PRKCE,RAB3A RACL.RRAS2,SOS1.STX16
ADCY8,AKT1,ATF2,ATF4,CFL1,CRK,CTNNB1,EFNB1,EPHA2,EPHB4,GSK3B,HRAS ,HSPA8,KRAS,M
Synaptogenesis Signaling Pathway 2Gy 4h 0.91 0.31 1.13 ARCKS,NECTIN1,PIK3CB,PIK3CD,PRKAR2A,PRKCD,PRKCE,RASGRF1,RHOA,RRAS2,SRC,STXBP
4 VLDLR,YES1
Systemic Lupus Erythematosus In B Cell Signaling 0.05Gy 2h 1.48 0.03 100 IL1LIL12AIL6MYC

Pathway
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?ﬁ;‘:&c Lupus Erythematosus In B Cell Signaling 0.05Gy4h 071 006 000 BCL2FOS,JAK2,NFATCL,PRKCD,PRKCI, TGFBL,YES1
Systemic Lupus Erythematosus In B Cell Signaling 2Gv 2h 0.39 0.15 134 BCL2L1,BCL2L11,CXCL8,IL11,IL6,IL6R,MTOR,MYC,NFATC1,NFATC4,PDPK1,PIK3CB,PIK3CD,PPP3
Pathway y ' ’ ' CC,PPP3R1,PRKCE,RAC1,RRAS2,SOS1,TYK2
AKT1,BCL2,BCL2L1,CLCF1,CNTF,CTNNB1,FOS,FOX03,GSK3B,HRAS,IFIH1,IFNGR1,IL12A,IL6R,I
Systemic Lupus Erythematosus In B Cell Signaling 2Gyv 4h 131 0.32 0.00 L6ST,IRF7,JAK2,KRAS,LIF,MAP2K1,MAP3K7,MAP4K4,NFAT5,NFATC1,NFKB1,PIK3CB,PIK3CD,PP
Pathway y ' ’ ' P3CA,PPP3CB,PPP3CC,PPP3R1,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,RRAS2,SRC,TGFB1,TNFSF
10,TRAF3,YES1
Systemic Lupus Erythematosus In T Cell Signaling 0.05Gy 2h 023 001 NaN 16
Pathway
ﬁzf;‘jvrg;c Lupus Erythematosus In T Cell Signaling 0.05Gy4h 045 005 045 FOS,GNAI2RHOARHOG,YES1
Systemic Lupus Erythematosus In T Cell Signaling 2Gy 2h 1.79 023 022 ATF4,BCL6,CASP3,CASP8,CDC42,FAS,IL6,MAP2K5,MTOR,PIK3CB,PIK3CD,PPP2CA,PPP3CC,PP
Pathway y ' ’ ' P3R1,RAC1,RHOB,RHOQ,RND3,RRAS2,S1PR3,S0OS1
Svstemic Lupus Ervthematosus In T Cell Signalin AKT1,ATF2,ATF4,BCL6,CASP3,CD44,CREM,EZR,FAS,FOS,GADD45A,GNAI2,GNAI3,HLA-
P‘;thwa pus By gnaling 2Gy4h 184 036 -017 EHRASKRASLEPRMAP2K1,PIK3CB, PIK3CD,PPP2CA,PPP3CA PPP3CB,PPP3CC,PPP3R1,RAB4
Y A,RAC3,RHOA,ROCK1,ROCK2,RRAS2,SP1,YES1
Systemic Lupus Erythematosus Signaling 0.05Gy 2h 0.41 0.02 NaN L6
Systemic Lupus Erythematosus Signaling 0.05Gy 4h 0.00 0.04 NaN  FOS,NFATC1
Systemic Lupus Erythematosus Signaling 2Gy 2h 0.52 0.17 NaN  IL6,IL6R,MTOR,NFATC1,NFATC4,PIK3CB,PIK3CD,RRAS2,SOS1
Systemic Lupus Erythematosus Signaling 2Gy 4h 0.00 0.23 NaN  AKT1,CREM,FOS,HLA-E,HRAS,IL6R,KRAS,NFAT5,NFATC1,PIK3CB,PIK3CD,RRAS2
T Cell Exhaustion Signaling Pathway 0.05Gy 2h 0.84 0.03 NaN  IL12A,IL6
T Cell Exhaustion Signaling Pathway 0.05Gy 4h 0.73 0.07 0.00 FOS,JAK2,NFATC1,TGFB1,TGFBR1
T Cell Exhaustion Signaling Pathway 2Gy 2h 114 0.21 058 ,:\ACA\SF;ZTA\;igL6,CD274,IL6,IL6R,MAPKS,MTOR,NFATCl,NFATC4,PIK3CB,PIK3CD,PPP2CA,RRA52,S
ACVR1,ACVR1B,ACVR2A,AKT1,BCL6,BMPR2,FOS,HLA-
T Cell Exhaustion Signaling Pathway 2Gy 4h 1.64 0.36 -2.68 E,HRAS,IL12A,IL6R,JAK2,KRAS,MAPK8,NFAT5,NFATC1,PDCD1LG2,PIK3CB,PIK3CD,PPP2CA,RR
AS2,SMAD2,SMAD3,TCF7, TGFB1,TGFBR1
T Cell Receptor Signaling 0.05Gy 4h 0.57 0.07 NaN  FOS,NFATC1,VAV2
T Cell Receptor Signaling 2Gy 2h 234 0.30 NaN EIiKl,IKBKB,IKBKE,MAPK8,NFATCl,NFATC4,PIK3CB,PIKSCD,PPP3CC,PPPSRl,RACl,RRASZ,SO
. . ELK1,FOS,HRAS,KRAS,MAP2K1,MAP3K1,MAPK8,NFAT5,NFATC1,NFKB1,NFKBIA,PIK3CB,PIK3C
T Cell Receptor Signaling 2Gy4h 234 044 NaN ) bopsca PPP3CE,PPP3CC,PPP3R1,RRAS2,VAV2
T Helper Cell Differentiation 0.05Gy 2h 1.27 0.05 NaN IL12A,IL6
T Helper Cell Differentiation 0.05Gy 4h 0.29 0.05 NaN  TGFB1,TGFBR1
T Helper Cell Differentiation 2Gy 2h 0.00 0.13 NaN BCL6,IL4R,IL6,IL6R, TNFRSF1B
T Helper Cell Differentiation 2Gy 4h 0.54 0.30 NaN BCL6,IFNGR1,IL12A,IL18R1,IL4R,IL6R,IL6ST,NGFR,TGFB1,TGFBR1,TNFRSF11B,TNFRSF1B
TCA Cycle Il (Eukaryotic) 2Gy 4h 0.80 0.67 NaN  DLD,FH
Tec Kinase Signaling 0.05Gy 4h 3.85 0.16 1.00 ACTA2,FOS,GNAI2,GNG5,JAK2,PRKCD,PRKCI,RHOA,RHOG,VAV2,YES1
Tec Kinase Signaling 2Gy 2h 119 0.21 116 ACTA2,CDC42,FAS,GNAOL,ITGA5,MAPKS8,PIK3CB,PIK3CD,PRKCE,RAC1,RHOB,RHOQ,RND3,TNF
RSF10B,TYK2
. . . ACTA2,FAS,FOS,GNAI2,GNAI3,GNG5,JAK2,MAPK8,NFKB1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI
Tec Kinase Signaling 2Gyan 123 034 089 opoxpsPTK2B,RAC3,RHOA SRC, TNFRSFL0A TNFRSFL0B, TNFSF10,VAV2, YES1
Telomerase Signaling 0.05Gy 2h 0.40 0.02 NaN  MYC
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Telomerase Signaling 0.05Gy 4h 0.00 0.02 NaN  CDKN1A
Telomerase Signaling 2Gy 2h 0.69 0.19 -1.89 CDKN1A,HDAC6,MYC,PDPK1,PIK3CB,PIK3CD,PPP2CA,PTGES3,RRAS2,SOS1
. . ABL1,AKT1,CDKN1A,E2F1,EGFR,ETS1,ETS2,HRAS,HSP90AB1,KRAS,MAP2K1,PIK3CB,PIK3CD,PP
Telomerase Signaling 2Gy 4h 1.04 0.34 0.54 P2CA.PTGES3 RRAS2,SP1 TEPL
Tetrahydrobiopterin Biosynthesis | 2Gy 2h 0.85 1.00 NaN GCH1
Tetrahydrobiopterin Biosynthesis | 2Gy 4h 0.60 1.00 NaN GCH1
Tetrahydrobiopterin Biosynthesis Il 2Gy 2h 0.85 1.00 NaN GCH1
Tetrahydrobiopterin Biosynthesis Il 2Gy 4h 0.60 1.00 NaN GCH1
Tetrahydrofolate Salvage from 5,10- 0.05Gy 4h 137 1.00 NaN  MTHED2
methenyltetrahydrofolate
Tetrahydrofolate Salvage from 5,10- 2Gy 2h 085 1.00 NaN  MTHED2
methenyltetrahydrofolate
Tetrapyrrole Biosynthesis Il 2Gy 2h 0.58 0.50 NaN ALAS1
TGF-12 Signaling 0.05Gy4h 115 009 NaN BCL2FOS,TGFB1,TGFBR1,VDR
TGF-12 Signaling 2Gy 2h 0.94 0.21 0.00 ACVR2A,CDC42,INHBA,MAPK8,RRAS2,RUNX2,SERPINE1,SMAD3,SMAD7,SOS1,VDR
ACVR1,ACVR1B,ACVR2A,BCL2,BMP2,BMP4,BMPR2,FOS,HRAS,INHBA,INHBB,IRF7,KRAS,MAP2
TGF-12 Signaling 2Gy 4h 4.42 0.51 -1.09 K1,MAP3K7,MAPK8,RRAS2,SKI,SMAD2,SMAD3,SMAD4,SMAD6,SMAD7,TGFB1,TGFBR1,VDR,ZNF
423
Th1 and Th2 Activation Pathway 0.05Gy 2h 1.25 0.03 NaN  IL12A/IL6,SOCS3
Th1 and Th2 Activation Pathway 0.05Gy 4h 0.25 0.04 NaN  JAK2,NFATC1,TGFB1,TGFBR1
Thl and Th2 Activation Pathway 2Gy 2h 0.00 0.14 NaN  ACVR2A,CD274,IL4R,IL6,IL6R,JAG2,NFATC1,NFATC4,PIK3CB,PIK3CD,SOCS1,SOCS3,TYK2
R ACVR1,ACVR1B,ACVR2A,BMPR2,ICAM1,IFNGR1,IL12A,IL18R1,IL4R,IL6R,JAK2,mir-
Th1 and Th2 Activation Pathway 2Gy4h 000 022 NaN g \FATCINFKB1,NOTCH4,PIK3CB,PIK3CD,PSEN2,SOCS3, TGFBL, TGFBR1
Th1 Pathway 0.05Gy 2h 1.72 0.05 NaN  IL12A,IL6,SOCS3
Th1 Pathway 0.05Gy 4h 0.00 0.03 NaN  JAK2,NFATC1
Thl Pathway 2Gy 2h 0.43 0.16 -1.41 CD274,IL6,IL6R,NFATC1,NFATC4,PIK3CB,PIK3CD,SOCS1,SOCS3,TYK2
ICAM1,IFNGR1,IL12A,IL18R1,IL6R,JAK2,mir-
Thl Pathway 2Gy4h 000 023 -116 9 \FATC1NFKBL,NOTCH4,PIK3CB,PIK3CD,PSEN2,SOCS3
Th17 Activation Pathway 0.05Gy 2h 2.18 0.07 NaN  IL12A,IL6,SOCS3
Th17 Activation Pathway 0.05Gy 4h 0.27 0.05 NaN  JAK2,NFATC1
Thl7 Activation Pathway 2Gy 2h 0.90 0.21 -1.41  IL6,IL6BR,MTOR,NFATC1,NFATC4,PTGER4,RUNX1,SOCS3,TYK2
Th17 Activation Pathway 2Gy 4h 0.63 0.31 -1.16  HIF1A,HSP90ABL,IL12A,IL1R1,IL6R,JAK2,NFAT5,NFATC1,NFKB1,PTGER2,RORA,RUNX1,SOCS3
Th2 Pathway 0.05Gy 2h 0.84 0.03 NaN  IL12A,SOCS3
Th2 Pathway 0.05Gy 4h 0.00 0.04 NaN JAK2,TGFB1,TGFBR1
Th2 Pathway 2Gy 2h 0.00 0.10 -1.13 ACVR2A,IL4R,JAG2,PIK3CB,PIK3CD,SOCS3,TYK2
ACVR1,ACVR1B,ACVR2A BMPR2,ICAML1,IL12A,IL4R,JAK2,NFKB1,NOTCH4,PIK3CB,PIK3CD,PSEN2
Th2 Pathway 2Gy 4h 0.00 0.22 0.26 .SOCS3 TGFB1,TGFBR1
The Visual Cycle 2Gy 4h 0.00 0.13 NaN RDH11
Thioredoxin Pathway 2Gy 4h 0.60 1.00 NaN  TXN
Thrombin Signaling 0.05Gy 4h 0.72 0.07 1.34 GNAI2,GNG5,PRKCD,PRKCI,RHOA,RHOG
. . CAMK2G,CDC42,ELK1,GATA2,GATA6,GNAOL,IKBKB,PDPK1,PIK3CB,PIK3CD,PRKCE,RAC1,RHOB,
Thrombin Signaling 2Gy 2h 0.85 0.19 -1.60 RHOQ,RND3,RRAS2,SOS1
ADCY8,AKT1,ARHGEF3,CAMK1,EGFR,ELK1,GATA2,GNAI2,GNAI3,GNG5,HRAS,ITPR2,KRAS,MAP2
Thrombin Signaling 2Gy 4h 0.71 0.29 -0.60 K1,NFKB1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,RAC3,RHOA,ROCK1,ROCK2,RRAS2,SR

C



-log(p-
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Thrombopoietin Signaling 0.05Gy 2h 0.56 0.03 NaN  MYC
Thrombopoietin Signaling 0.05Gy 4h 1.28 0.12 0.00 FOS,JAK2,PRKCD,PRKCI
Thrombopoietin Signaling 2Gy 2h 0.72 0.21 -1.89 IRS2,MYC,PIK3CB,PIK3CD,PRKCE,RRAS2,S0OS1
Thrombopoietin Signaling 2Gy 4h 0.92 0.35 0.00 FOS,HRAS,JAK2,KRAS,MAP2K1,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3,RRAS2
Thyroid Cancer Signaling 0.05Gy 2h 0.56 0.03 NaN  MYC
Thyroid Cancer Signaling 0.05Gy 4h 0.00 0.03 NaN RXRB
Thyroid Cancer Signaling 2Gy 2h 0.47 0.18 NaN  BDNF,CXCL8,MYC,RRAS2,RXRA,RXRB
Thyroid Cancer Signaling 2Gy 4h 0.47 0.29 NaN  CTNNB1,GDNF,HRAS,KRAS,LEF1,MAP2K1,RRAS2,RXRB, TCF4,TCF7
Thyroid Hormone Biosynthesis 2Gy 4h 0.60 1.00 NaN CTSD
Tight Junction Signaling 0.05Gy 4h 2.04 0.12 NaN  ACTA2,FOS,HSF1,PRKCI,RHOA,TGFB1,TGFBR1
Tight Junction Signaling 2Gy 2h 0.00 0.11 NaN  ACTA2,CDC42,PPP2CA,RAC1,STX16,TNFRSF1B
. . . . ACTA2,AKT1,CTNNB1,FOS,HSF1,NECTIN1,NECTIN2,NFKB1,NGFR,PPP2CA,PRKAR2A,PRKCI,PTE
Tight Junction Signaling 2Gy4h 101 033 NaN y oHiOA TGFBL, TGFBR1,TIPL TNFRSFL1B, TNFRSF1B
TNFR1 Signaling 0.05Gy 4h 0.22 0.05 NaN FOS
TNFR1 Signaling 2Gy 2h 2.92 0.43 0.71 BIRC2,CASP3,CASP8,CDC42,IKBKB,IKBKE,MAPKS8,RIPK1,TNFAIP3
TNFR1 Signaling 2Gy 4h 1.25 0.43 0.33 BID,CASP3,FOS,MAP3K1,MAPK8,NFKB1,NFKBIA,RIPK1,XIAP
TNFR2 Signaling 0.05Gy 4h 0.32 0.07 NaN FOS
TNFR2 Signaling 2Gy 2h 1.91 0.40 0.45 BIRC2,IKBKB,IKBKE,MAPK8,TNFAIP3,TNFRSF1B
TNFR2 Signaling 2Gy 4h 1.25 0.47 -0.38 FOS,MAP3K1,MAPK8,NFKB1,NFKBIA, TNFRSF1B,XIAP
Toll-like Receptor Signaling 0.05Gy 2h 0.48 0.02 NaN  IL12A
Toll-like Receptor Signaling 0.05Gy 4h 0.00 0.02 NaN FOS
Toll-like Receptor Signaling 2Gy 2h 0.00 0.09 1.00 ELK1,IKBKB,MAPK8,TNFAIP3
Toll-like Receptor Signaling 2Gy 4h 0.41 0.28 -1.13  EIF2AK2,ELK1,FOS,IL12A,MAP3K1,MAP3K7,MAP4K4,MAPK8,NFKB1,NFKBIA,PPARA,UBC
TR/RXR Activation 0.05Gy 2h 0.42 0.02 NaN BCL3
TR/RXR Activation 0.05Gy 4h 0.00 0.04 NaN  MDM2,RXRB
TR/RXR Activation 2Gy 2h 0.77 0.20 NaN  BCL3,MDM2,MTOR,NCOR2,PIK3CB,PIK3CD,PPARGC1A ,RXRA,RXRB,SLC2A1
TR/RXR Activation 2Gy 4h 0.00 0.22 NaN  AKT1,ENO1,HIF1A,LDLR,MDM2,NCOA2,PIK3CB,PIK3CD,RXRB,SLC2A1,THRB
'g:lllr;scrlptlonal Regulatory Network in Embryonic Stem 0.05Gy 4h 084 013 NaN  REST.TRIM24
'(I;glr;scnptlonal Regulatory Network in Embryonic Stem 2Gy 2h 0.40 019 NaN  GATAG,SMARCADL TRIM24
'Cr:lglr;scrlptlonal Regulatory Network in Embryonic Stem 2Gy 4h 0.00 019 NaN  REST,SKIL TRIM24
TREML1 Signaling 0.05Gy 2h 0.48 0.02 NaN IL6
TREML1 Signaling 0.05Gy 4h 0.00 0.02 NaN  JAK2
TREML1 Signaling 2Gy 2h 0.26 0.14 -0.82 CCL2,CCL7,CXCLS,IL6,ITGA5,NOD1
TREML1 Signaling 2Gy 4h 0.00 0.12 -1.34  AKT1,ICAM1,JAK2,NFKB1,NOD1
Triacylglycerol Biosynthesis 0.05Gy 4h 0.39 0.08 NaN  LPIN2
Triacylglycerol Biosynthesis 2Gy 4h 0.00 0.25 NaN  LPIN2,LPIN3,PLPP3
Triacylglycerol Degradation 2Gy 2h 0.28 0.17 NaN  AARS1,LIPE
Triacylglycerol Degradation 2Gy 4h 0.45 0.33 1.00 AARS1,CES2,LIPE,PRDX6
tRNA Charging 2Gy 2h 0.44 0.33 NaN AARS1
tRNA Charging 2Gy 4h 0.80 0.67 NaN AARS1,TARS1
tRNA Splicing 2Gy 2h 0.50 0.25 NaN  NAPEPLD,PDE4D
tRNA Splicing 2Gy 4h 0.00 0.13 NaN  APEX1



-log(p-
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Tryptophan Degradation |1l (Eukaryotic) 2Gy 4h 0.24 0.33 NaN  HSD17B10
Tumoricidal Function of Hepatic Natural Killer Cells 2Gy 2h 0.50 0.21 NaN  CASP3,CASP8,FAS
Tumoricidal Function of Hepatic Natural Killer Cells 2Gy 4h 0.95 0.43 NaN  AIFM1,BID,CASP3,ENDOG,FAS,ICAM1
TWEAK Signaling 2Gy 2h 2.62 0.47 0.38 BIRC2,CASP3,CASP8,IKBKB,IKBKE,RIPK1, TNFRSF12A
TWEAK Signaling 2Gy 4h 1.76 0.53 -0.71 BID,CASP3,NFKB1,NFKBIA,RIPK1, TNFRSF12A, TRAF3,XIAP
Type | Diabetes Mellitus Signaling 0.05Gy 2h 1.03 0.04 NaN  IL12A,SOCS3
Type | Diabetes Mellitus Signaling 0.05Gy 4h 0.39 0.05 NaN  BCL2,JAK2,SOCS6
Type | Diabetes Mellitus Signaling 2Gy 2h 143 0.24 0.28 CBIASPS,CASPS,FAS,IKBKB,IKBKE,MAPKS,RIPKl,SOCSl,SOCSZ,SOCSS,SOCSS,SOCSG,TNFRSFl
BCL2,BID,CASP3,FAS,HLA-
Type | Diabetes Mellitus Signaling 2Gy 4h 2.01 0.40 -0.45 E,IFNGRL,IL12A/IL1R1,JAK2,MAP3K7,MAPK8,NFKB1,NFKBIA,NGFR,RIPK1,SOCS2,SOCS3,SOCS
5,S0OCS6,SOCS7,TNFRSF11B, TNFRSF1B
Type Il Diabetes Mellitus Signaling 0.05Gy 2h 0.33 0.02 NaN  SOCS3
Type |l Diabetes Mellitus Signaling 0.05Gy 4h 0.27 0.05 NaN  PRKCD,PRKCI,SOCS6
. . . . CACNA1A,CEBPB,IKBKB,IKBKE,IRS1,IRS2,MAPK8,MTOR,PDPK1,PIK3CB,PIK3CD,PRKCE,SOCS
Type |l Diabetes Mellitus Signaling 2Gy 2h 2.48 0.27 -1.16 1,50CS2,50CS3,50CS5,S0CS6. TNFRSF1B
. . . . ADIPOR2,AKT1,CACNA1C,MAP3K1,MAP3K7,MAPK8,NFKB1,NFKBIA,NGFR,PIK3CB,PIK3CD,PKM,
Type Il Diabetes Mellitus Signaling 2Gy4h 183 035 024 oy oD PRKCE.PRKCI,PRKD3,SOCS2,50CS3,S0CS5,S0CS6,S0CS7, TNFRSF11B, TNFRSF1B
Ubiquinol-10 Biosynthesis (Eukaryotic) 2Gy 4h 0.00 0.17 NaN CYP7B1
UDP-D-xylose and UDP-D-glucuronate Biosynthesis 2Gy 2h 0.85 1.00 NaN  UGDH
UDP-N-acetyl-D-galactosamine Biosynthesis Il 0.05Gy 4h 0.92 0.33 NaN  GPI
UDP-N-acetyl-D-galactosamine Biosynthesis I 2Gy 4h 0.80 0.67 NaN  GNPNAT1,GPI
UDP-N-acetyl-D-glucosamine Biosynthesis Il 2Gy 4h 0.60 1.00 NaN  GNPNAT1
Unfolded protein response 0.05Gy 4h 0.00 0.04 NaN BCL2
Unfolded protein response 2Gy 2h 0.83 0.23 0.45 ATF4,CEBPB,CEBPD,HSPA9,INSIG1,MAPKS8
Unfolded protein response 2Gy 4h 2.83 0.54 1.73 ATF4,ATF6,BCL2,CALR,CEBPD,CEBPG,DDIT3,HSPA6,HSPAS,INSIG1,MAPK8,P4HB,SYVN1,VCP
Uridine-5'-phosphate Biosynthesis 2Gy 2h 0.85 1.00 NaN CAD
UVA-Induced MAPK Signaling 0.05Gy 4h 0.00 0.03 NaN FOS
UVA-Induced MAPK Signaling 2Gy 2h 1.15 0.25 NaN BCL2L1,CASP3,MAPK8,MTOR,PARP2,PIK3CB,PIK3CD,RRAS2
UVA-Induced MAPK Signaling 2Gy 4h 1.43 0.41 -0.82 ATM,BCL2L1,CASP3,EGFR,FOS,HRAS,KRAS,MAPK8,PARP2,PARPY,PIK3CB,PIK3CD,RRAS2
UVB-Induced MAPK Signaling 0.05Gy 4h 0.99 0.11 NaN FOS,PRKCD,PRKCI
UVB-Induced MAPK Signaling 2Gy 2h 0.48 0.19 -1.34 MAPK8,MTOR,PIK3CB,PIK3CD,PRKCE
UVB-Induced MAPK Signaling 2Gy 4h 1.28 0.41 0.30 AKT1,EGFR,FOS,MAP2K1,MAPKS8,PIK3CB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD3
UVC-Induced MAPK Signaling 0.05Gy 4h 1.15 0.13 NaN FOS,PRKCD,PRKCI
UVC-Induced MAPK Signaling 2Gy 2h 0.00 0.13 NaN MAPK8,PRKCE,RRAS2
UVC-Induced MAPK Signaling 2Gy 4h 2.34 0.52 0.00 EGFR,FOS,HRAS,KRAS,MAP2K1,MAPK8,PRKCD,PRKCE,PRKCI,PRKD3,RRAS2,SRC
Valine Degradation | 2Gy 4h 0.36 0.50 NaN  DLD
VDR/RXR Activation 0.05Gy 2h 1.74 0.05 NaN  CDKN1B,HES1,IL12A
VDR/RXR Activation 0.05Gy 4h 0.95 0.08 0.45 CDKN1A,PRKCD,PRKCI,RXRB,VDR
VDR/RXR Activation 2Gy 2h 1.40 0.23 0.63 \C/ZSII;IC,CDKNIA,CDKNlB,CEBPB,HESl,KLF4,MXD1,NCORZ,PDGFA,PRKCE,RUNXZ,RXRA,RXRB,
VDR/RXR Activation 2Gy 4h 0.00 0.23 1.00 CDKN1A,GADD45A,IGFBP6,IL12A,KLF4,NCOA2,PRKCD,PRKCE,PRKCI,PRKD3,RXRB,SP1,THBD,V

DR
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VEGF Family Ligand-Receptor Interactions 0.05Gy 4h 0.59 0.07 NaN  FOS,PRKCD,PRKCI
VEGF Family Ligand-Receptor Interactions 2Gy 2h 0.00 0.12 -1.34  PIK3CB,PIK3CD,PRKCE,RRAS2,SOS1
VEGF Family Ligand-Receptor Interactions 2Gy 4h 110 0.36 054 QI;‘;lS,gLTl,FOS,HRAS,KRAS,MAP2K1,NRPl,PGF,PIKSCB,PIK3CD,PRKCD,PRKCE,PRKCI,PRKD&
VEGF Signaling 0.05Gy 4h 0.24 0.04 NaN ACTA2,BCL2
VEGF Signaling 2Gy 2h 0.00 0.13 -0.82 ACTA2,BCL2L1,PIK3CB,PIK3CD,RRAS2,S50S1
. . ACTA2,AKT1,BCL2,BCL2L1,FLT1,FOXO3,HIF1A,HRAS KRAS,MAP2K1,PGF,PIK3CB,PIK3CD,PTK2
VEGF Signaling 2Gy 4h 1.73 0.40 -0.24 B.ROCK1,ROCK2,RRAS2,SRC
Virus Entry via Endocytic Pathways 0.05Gy 4h 0.45 0.06 NaN  ACTA2,PRKCD,PRKCI
Virus Entry via Endocytic Pathways 2Gy 2h 1.08 0.22 NaN ACTA2,AP3B1,AP3S1,CD55,CDC42,ITGA5,PIK3CB,PIK3CD,PRKCE,RAC1,RRAS2
) . . ABL1,ACTA2,AP3M1,HLA-
Virus Entry via Endocytic Pathways 2Gy4h 079032 NaN -\ \p)s ITGB8,KRAS,PIK3CB, PIK3CD,PRKCD,PRKCE, PRKCI,PRKD3,RAC3, RRAS2,SRC
Vitamin-C Transport 2Gy 2h 0.22 0.17 NaN  SLC2Al
Vitamin-C Transport 2Gy 4h 0.77 0.50 NaN  GLRX,SLC2A1,TXN
White Adipose Tissue Browning Pathway 0.05Gy 4h 0.00 0.03 NaN  RARG,RXRB
White Adipose Tissue Browning Pathway 2Gy 2h 0.48 0.17 -2.53 ATF4,BDNF,CACNA1A,CEBPB,LIPE,PPARGC1A,PRDM16,RARG,RXRA,RXRB
White Adipose Tissue Browning Pathway 2Gy 4h 0.00 0.18 -0.91 ADCYS8,ATF2,ATF4,CACNALC,LIPE,NRF1,PPARA,PRKAR2A,RARA,RXRB,THRB
Wnt/Ca+ pathway 0.05Gy 4h 0.20 0.04 NaN  NFATC1
Wnt/Ca+ pathway 2Gy 2h 0.00 0.13 NaN  ATF4,NFATC1,NFATC4
Wnt/Ca+ pathway 2Gy 4h 1.39 0.44 -1.90 ATF2,ATF4,AXIN1,FZD1,GSK3B,NFAT5,NFATC1,NFKB1,PPP3CA,WNT5A
Whnt/i2-catenin Signaling 0.05Gy 2h 0.26 0.01 NaN MYC
Whnt/i2-catenin Signaling 0.05Gy 4h 0.34 0.05 NaN  MDM2,RARG,TGFB1,TGFBR1
Whnt/i2-catenin Signaling 2Gy 2h 0.00 0.10 -0.82 ACVR2A,GNAO1,MDM2,MYC,PPP2CA,RARG,SOX8,TLEL
ACVR1,ACVR1B,ACVR2A,AKT1,APPL1,AXIN1,BMPR2,CD44,CDKN2A,CSNK2B,CTNNB1,DKK1,FZ
MmU?CMeMnsman@ 2Gy 4h 1.91 0.37 1.00 D1,GJA1,GSK3B,LEF1,MAP3K7,MDM2,PPP2CA,RARA,SOX8,SOX9,SRC,TCF4,TCF7,TGFB1,TGFB
R1,TLE1,UBC,WNT5A
Xenobiotic Metabolism Signaling 0.05Gy 2h 0.00 0.01 NaN IL6
Xenobiotic Metabolism Signaling 0.05Gy 4h 0.00 0.03 NaN  HS6ST1,PRKCD,PRKCI
. . . . CAMK2G,CHST11,CHST2,CUL3,HMOX1,HS6ST1,IL6,MAP2K5,MAPK7,MAPK8,NCOR2,PIK3CB,PIK3
Xenobiotic Metabolism Signaling 2Gy 2h 0.68 0.17 NaN CD,PPARGC1A PPP2CA PRKCE, PTGES3 RRAS2, RXRA
ALDH18A1,CAMK1,CES2,CYP1B1,GCLC,GSTP1,HMOX1,HRAS,HS6ST1,HSP90AB1,KRAS,MAP2K1,
Xenobiotic Metabolism Signaling 2Gy 4h 0.00 0.23 NaN MAP3K1,MAP3K7,MAPK8,NFKB1,PIK3CB,PIK3CD,PPP2CA,PRKCD,PRKCE,PRKCI,PRKD3,PTGES3

,RRAS2,SOD3

Bold: significant pathways with -log(p-value) = 1.30; blue: inactivated pathway with z-score < -2; red: activated pathway with z-score = 2; Abbreviations: Not a Number (NaN).



