
−1.34 −2.24 −2.24 −2.24 −1.34 −1.34

0.11

0.38 0.38 0.38 0.38 0.38 0.38

0.00

0.13 0.64 −0.90 0.13 0.13 −1.66

0.19 0.60 0.51 0.71 0.71 1.48

−1.00

0.00 −1.00 0.00 1.00 1.00 1.00

1.97

0.38

1.96

−1.48 −1.48 −1.48 −1.48 −2.22 −2.22

−0.85 −0.58

−0.60 −2.20 2.20 0.20 0.20 0.20 −1.67 −2.40 −2.40 −2.40 −2.40 −2.40

0.56

0.90 0.90 0.90 0.90 −0.13 0.90

0.47

−0.78 −1.29 −0.78 −0.26 0.26 −0.78 2.36 1.89 2.36 2.36 2.36 2.36

1.50

0.45

−1.29 0.20 0.20 0.20 0.20 0.20 0.20

1.34

−1.41

0.46

0.24 0.79 0.96 0.24 0.24 0.96

2.24

−1.91

1.07

0.97 0.48 −0.48 0.48 0.48 0.48 0.48

−0.69

−0.18 −1.29 −0.55 0.00 0.00 0.00

0.52 0.34 −0.37 0.34 0.34 −0.69 0.34 0.19 0.19 0.19 0.19 0.19 0.19

1.10

−0.64 −0.90 −1.66 0.13 −0.64 −0.90

0.00

1.05 −0.48 −0.48 1.05 1.05 −0.48

0.49

0.00 0.00 0.00 0.00 0.00 0.00

−0.54 −0.54 −0.54 −0.03 1.38 −0.20

0.33 1.00 −0.33 −0.33 −0.33 −1.00

1.40 1.00 0.80 1.40 2.09 0.80

−1.96 −1.96 −1.96 −1.96 −1.96 −1.96

−2.25 −2.46 −2.25 −1.53 −1.53 −1.53
−1.08 −1.94 −0.65 −1.29 −2.16 −1.29

0.00 0.00 0.00 0.00 −1.00 0.00

−1.00 −2.00

0.00 −0.24 0.00 1.00 0.00 1.00

−1.29 −1.29 −1.29

0.45 0.11 0.45 0.45 0.45 0.45

0.45 −0.07 −1.44 −0.57 −0.57 −0.07 −0.57

1.63 −0.07 −0.44 −0.07 −0.07 1.15 −0.07

−0.38 −1.13 −1.89 −1.13 −1.89 −1.89

1.33

−0.42 −1.28 −0.19 −0.19 0.49 −0.19

2.53 1.51 1.90 1.90 1.26 1.90 −0.45 −0.45 −0.45 −0.45 −0.45 −0.45

−0.83 0.00 −1.94 −1.39 −2.50 −1.94

−0.21 1.07 −0.21 0.43 −0.21 −0.21

−0.45

−0.93 −0.93 −0.93 −0.93 −0.93 −1.99

0.42

−0.24 −0.22 0.73 0.73 0.73 0.73

−2.24

−2.00
−2.00

−2.00

−2.00 −1.16 −1.84 −2.49 −1.75 −0.53

−1.00

−0.45 1.00

−2.00 −2.00 −2.00 −2.00 −2.00 −2.00

−0.45

1.34 1.34 0.45 2.24 0.45 1.34

1.00 2.00 1.07

0.39

0.58

0.53 −0.55 1.93 1.93 1.93 1.93

0.90 1.41 2.43 1.66 2.43 1.66

−0.28 −0.28 −0.28 −0.28 0.85 −0.28

0.00

0.59

−0.83

0.35 0.58 0.58 1.50 0.58 −0.35

1.96

−0.15

−1.98 0.90 0.93 0.90 0.90 0.90 0.90

−1.20 −0.02 1.13 0.71 1.13 1.35 1.77 0.00 0.00 0.00 0.00 0.00 0.00

1.00 2.00 2.00 1.00 1.00 2.00

1.09 −0.22 1.09 1.09 1.09 0.22

−0.77

1.66

−1.00 −2.00 0.00 0.00 0.00 0.00

−1.00 −0.20 −1.00 −1.00 −1.00 −0.20

−0.12 0.74 −0.38 −0.38 −1.64 −1.50

−0.45 0.56 −0.45 −0.45 0.45 −0.45

1.34 −0.45 0.45 −0.45 0.45 −0.45

0.00 0.83 0.00 0.00 0.00 0.00

0.82
0.82

−1.06 −1.06 −1.06 −1.06 −1.06 −1.06

−1.63 −1.63 −1.63 −1.63 −1.63 −1.63

1.46 −0.86 −1.14 −1.37 −1.37 −0.48 −1.37

−1.00 −1.00 −1.00 −1.00 −1.00 −1.00

−0.87 0.00 0.00 0.66 0.00 0.00

0.39 1.43 1.43 0.39 −0.39 2.21

−1.00

−0.14 −1.00 −0.57 0.29 0.71 −0.14
−0.94 −1.89 −1.41 −0.47 0.00 −0.94

−1.13

0.28

−0.49 −0.42 −0.49 0.25 −1.48 −0.74

0.42 0.42 0.42 1.07 −1.07 0.74

1.08 −0.28 0.37 −2.28 −1.28 −1.64 −1.18 −1.26 −0.90 0.91 2.17 0.91 2.17 0.91 0.91

−2.24 −2.45 −2.24 −2.24 −1.34 −2.24

0.25 −1.10 −1.10 −1.10 −1.10

−2.96 −2.96 −2.96 −2.45 −2.07 −2.45

−2.03 −1.67 −2.03 −1.26 −1.26 −1.26

−0.57 1.03 −0.34 0.34 −0.34 0.34

0.64 1.44 0.64 0.57 −0.09 −0.02 0.78

−1.81 0.00 −0.78 −2.32 −0.78 −1.29

0.85 −0.90

−0.08 −1.10 −1.10 −1.10 0.03 0.03 0.03

2.37 −2.18 −1.15

2.14 −2.59

2.17 −2.42 1.07 1.76 0.60 1.94 −1.00 −1.70 −1.00 −1.00 0.00 −1.00

0.04 −0.74 −1.72 −0.41 −0.74 −0.25 −0.74

1.73 −1.03

0.73

−1.00 0.00 0.00 −1.00 1.00 0.00

−0.17

1.98

0.45

−0.07 0.12 −1.98 −1.18 −0.76 −0.12 −1.18 −0.05 −0.05 −0.05 −0.05 −0.05 −0.05

0.28 0.63 −1.26 −0.63 0.00 −0.63 −0.63

1.22 −0.39 −0.39 −0.75 −0.75 −0.75 −0.75

1.94

0.34

0.73 0.73 1.35 0.73 0.73 0.52

−1.98 1.98 −1.98 0.19 −1.98 −1.98

−2.18 −1.07 −1.46 −0.50 0.74 −0.50

−1.03 −1.46 −1.88 −0.81 −1.49 0.18

−1.20 −1.20 −1.20 −1.20 −1.91 −0.48

−1.33 −1.33 −1.33 −1.33 −2.07 −0.23

−2.18 −2.40 −2.18 −1.19 −1.19 −1.19

−0.09 −0.09 −0.09 −1.03 0.09 −0.47

−0.82 −1.63 −0.82 −1.63 −0.82 −1.63 2.00 2.00 2.00 2.00 2.00 2.00

−1.34

−1.00 −1.34 −1.00 −1.00 0.00 0.00

−1.39

−0.93

0.90 0.90 0.90 1.66 1.66 1.66

−2.00

1.80 −0.28

1.00 1.00 1.00 1.00 1.00 0.00

1.00

0.73 0.10 0.42 0.73 1.35 1.35

1.00 1.00 1.00 1.00 1.00 1.00

−0.82 −0.65 −1.81 −1.15 −0.49 −2.14

−0.60

−0.95 0.22 0.22 0.22 0.22 0.22

−0.48 −0.48 −1.20 1.20 0.24 −0.24

−1.15 −1.15 −1.15 −1.15 −1.99 −1.15

0.15 0.65 0.15 0.15 0.15 0.15

0.39 −0.67 0.39 1.43 0.39 1.43

−2.37 −0.97 −1.67 −2.37 −0.43 −2.37

−1.89 −0.38 −0.38 −0.38 −1.89 −0.38

−0.35 −1.40 −0.35 −1.04 0.35 −0.35

−0.76

−0.24 −1.20 −0.24 −0.24 −0.24 0.73

−1.54 −1.56 −1.54 −0.51 −0.31 −0.51

0.39

−1.34 −1.34 −1.34 −1.34 −1.34 −1.34

1.92

0.45 0.45 1.34 0.45 0.45 1.34

−2.00

1.07 −0.21 −0.21 0.43 1.07 −1.07

1.13

−1.63

1.39 −1.28 −0.56 1.39 1.39 0.28

1.34 −0.45 −0.45 1.34 1.34 0.45

−2.24

0.00 1.13 1.13 1.13 1.13

0.40 0.87 0.40 0.40 0.40 0.92

−1.97 −0.86 −0.96 −0.86 −0.08 −0.63 −1.57

1.70 0.84 1.70 1.70 0.32 1.70

1.93 1.93 1.93 1.93 1.93 1.93

1.00 1.00 1.00 0.00 0.00 1.00

−0.47 0.09 −0.47 −0.47 −1.77 −0.47

1.87 0.87 0.90 1.18 1.00 1.18 −1.34 −0.45 −1.34 −0.45 −1.34 −1.34

−1.54

−1.89 −1.28 −1.89 −1.89 −0.94 −1.89

1.34 1.39 1.34 1.34 1.34 1.34

−2.12 −0.89 −2.74 −1.50 −0.35 −0.88

1.98

1.13 −0.65 0.31 1.13 1.13 0.92

−2.20

−0.71

−0.24

−0.35 −0.75 −0.35 −0.75 −1.27 −0.35

−0.60 −1.35 −0.60 −0.80 −1.61 −0.04

1.94

2.51 2.51 1.98 2.51 1.98 1.44

−0.37

−1.13 −1.02 −1.13 −0.28 0.00 0.00

2.22 2.22 2.22 2.22 2.22 2.22

−1.00

0.94

1.17 1.17 1.17 1.17 0.37 0.37

1.41

0.00 0.16 −0.82 0.00 −0.82 0.00

1.95

−1.91 −2.63 −1.91 −2.63 −1.20 −2.63

1.67 1.67 1.67 1.00 1.67 −1.00

−0.90 −0.48 −1.66 −0.90 −0.90 −1.66

0.38 −0.59 0.92 0.38 −0.87 1.10

2.53 2.00 2.53 2.53 2.53 2.53

0.00

1.91 1.91 1.91 1.91 1.91 1.91

2.24 2.24 2.24 2.24 2.24 2.24

−1.00

1.84

0.39 1.50 0.39 0.39 0.39 0.39

1.47 0.43 1.47 0.95 0.61 −0.09

0.63 1.89

0.07 −2.00 −2.00 −0.90 0.07 −2.00

1.97

−1.34

0.75 −0.13 0.75 0.75 0.75 0.75

1.13

1.71 −1.35 −0.73 −1.35 −0.10 −0.93 −1.55

0.15 −0.15 −1.07 1.07 0.15 −0.15

1.15 −0.07 −0.07 −0.07 −0.07 0.75

1.63 2.45 1.63 1.63 0.82 1.63

−1.13 −1.13 −1.13 −1.13 −1.89 −1.13

−0.82 −0.82 −0.82 −0.82 −1.63 −0.82

−1.54 1.13 −0.24 0.24 −0.48 −0.48 −0.48 −0.48

1.63 2.00

−1.95 −1.95 −1.95 −1.95 −0.59 −0.59

0.00 −1.41 0.00 0.00 0.00 0.00

−1.25 −1.38 −1.03 −1.94 −1.25 −0.34

−1.00

2.24

0.85 1.98 1.98 1.98 1.98 1.98

1.83 1.83 1.83 1.83 1.83 1.28

0.56 0.56 0.56 0.56 −0.28

0.48 1.20 1.20 1.20 1.20 0.48

1.67 −1.53 −0.19 1.67 1.67 0.56

0.56 −0.62 −0.58 −0.62 −0.97 −0.62 −0.62

0.82 0.00 0.75 0.54 0.54 1.07 −0.54 −1.90 −2.53 −1.90 −2.53 −1.26 −1.90

0.26 0.85 0.79 0.26 0.26 0.26

0.65 1.21 1.21 0.65 0.65 0.65

−0.64 −0.35 0.01 −0.30 0.01 −0.73 −1.90 −1.33 −1.33 −1.33 −1.33 −1.33

1.66

−1.35 −1.35 −1.35 −0.65 −0.29 −0.29 −2.00 −2.00 −2.00 −2.00 −2.00 −2.00

−0.18 −0.36 1.44 0.90 0.36 0.36

0.63 0.07 1.90 1.47 1.05 1.05 −0.82 −0.82 −0.82 −0.82 −0.82 −0.82

1.34 0.45 0.45 0.45 0.45 0.45 −0.82 −0.82 −0.82 −0.82 −0.82 −0.82

0.00 0.24 −0.96 −0.96 −0.96 −0.96

0.20

0.00 0.00 1.00 0.00 0.00 0.00

0.57 1.21 −0.73 −0.62 −0.73 −0.73 −1.39 0.40

0.45 −2.24 −1.34 −0.45 −0.45 −1.34

0.73 0.10 0.73 0.73 −0.73 −0.73

0.74 −0.23 −0.23 −0.23 0.72 1.80 0.72

−0.63 −0.92 −0.63 0.45 1.52 0.45

1.07 −0.91 −0.46 −0.43 −0.35 −0.31 −0.35 0.35 0.35 0.35 1.01 0.35 0.35

1.79 1.07 1.13 1.07 1.07 0.15 1.07

1.36 −0.45 0.45 0.45 −0.45 −0.45 0.45

−0.65 2.46 −1.36 1.01 1.59 2.49 0.96 2.38 −0.87 −0.99 −0.91 −0.60 0.74 0.08

0.00 −0.42 0.00 0.00 1.00 0.00 −0.24 0.48 −0.24 0.48 −0.24 −0.24

0.00 −0.82 0.00 0.00 0.00 0.00

1.27

1.28 1.77 1.72 −2.01 −1.48 −2.01 −2.01 −1.56 −2.46

−1.98

0.07 0.45 1.41

0.88 0.00

−0.15 1.07 −0.15 1.07 1.07 −0.15

−1.51 −2.15 0.65 0.00 0.00 0.00
0.56 −1.39 −0.28 −0.28 −0.28 −0.28

NR1H3
LDLR

YY1
LDB1
TCF3
PRL
ID2
ID3

BNIP3L
ADRB
TCF4

TCF12
IKBKB
Irgm1

STAT5B
SPI1

STAT6
AEBP1

Rb
TP53
GFI1

CDKN2A
E2f

PTGER2
IL4

AHR
PNPT1

IL27
Jnk

NOTCH1
STAT1
N−cor
MED1

SOCS1
RUNX1

ACTL6A
NQO1

STAT5A
MAVS

CHEK2
COL18A1

FOXM1
NR1H2

GJA1
NRAS

DNMT3A
Cdc42

CEBPB
PML

FOXO1
HIF1A

NFKB2
IL2

CLEC12A
RELA

P38 MAPK
PAX5
KLF1

SMAD3
IRF3

CSF1
IRF7
FOS
IL1A

ITGA9
MRTFA

NFATC2
CREBBP

GON4L
IRF5

MRTFB
IL3
Akt

CEBPA
Cdkn1c
EIF4G2
IFNGR1
FOXF1

FHL2
SRF

PRKAA1
ROR2
NPC2
CHD7

ATR
Cathepsin

FBXL5
MDM4

TREM1
HIPK2
AKT1
RXRA

Nr1h
RARRES2

NFE2L2
Foxp1
IFNG
PER2
STAT3

IL7
TNFSF14

NCOR2
ITCH
EBF1

RHOA
ATM
LEP

PPARG
KLF2

DNMT3B
DYRK1A

HDAC1
RXRB

ICAM1
MIF

PLG
ABCB6

TLR4
PLAU

Fc gamma receptor
KLF5

NELFB
SMARCC1

PIK3R2
NFkB (complex)

LEPR
RAC1
PARP

SLC4A1
HOXA3

REL
IRF8
TCR

NLRP3
IFN alpha/beta

TNF
MAP2K4

Rxr
GATA2

Bvht
JAK2

CX3CL1
FABP4

PPARGC1A
IL33
IL6R

PIAS1
SMAD4

TLR3
Mek

MYC
PA2G4

IFNA1/IFNA13
TGFB1
CDH1

CXCL8
ADORA2A

ERK
SHC1

ASCL1
GNAI2

TNFRSF1B
MTOR

ABRAXAS2
ITGAV
MEFV
PURA
TRHR
SATB1
IRAK1

ZBTB33
mir−155

POU2AF1
KAT6A
STAT2

ALOX15
CDKN1A

IL32
RAC2

ADORA2B
HAS2

DIAPH1
NBN
BTK

TERC
CHD4

ZNF423
EP300
PER1

FCGR2B
SH3KBP1

ARNT
TLR9

ITGB1
TGFBR1

NRF1
mir−223

EP400
CD3

EGFR
THBS1
TXNIP

E2F1
TNFRSF1A

APOE
NFKB1

TICAM1
SOX2

SELPLG
PPP2R5C

CAV1
CCR2

DICER1
PARP1

NGF
TXN
Tcf7

HSPA9
BET

BRD2
Collagen(s)

HOXA4
PFKFB3
CXCL12
HDAC2
LRIG1

STAT
CBFB
CD28
HRAS

ERK1/2
IKBKG

STK4
ZBTB16

ZEB2
Brd4

ALDH1A1
CMKLR1

GCH1
GJC1
LMO4

P2RY2
TBK1

PDPK1
MAP3K7

GATA1
F3

TLR7
LPCAT3
NR3C2

TERT
GADD45A

TNFAIP6
EZH2

CRLF1
LYL1

ITGB3
MYOD1

INHA
E2F4

IFNB1
GLI3
JUN

CX3CR1
UBP1
LRP1

IL10
IRF1
ATF3

KITLG
SMARCA4

CR2
HTATIP2

miR−483−3p (miRNAs w/seed CACUCCU)
Pde

TEX11
BCR (complex)

MDM2
BCL3

BACH2
SYK

MAPK9
RAF1

HSPD1
TFR2

PTGS1
CHUK
CISH

CXCL3
PRDM16
PRKAA2

CASP8
IL17A

IGF1R
KRAS

ALDH3A2
HDAC8

LSP1
MBD4

NR2E1
PPP5C

TXNRD1
ACTB
CD70

NCOA2
HMGB1

TP73
IL5

FOSB
NFATC3

SCARB1
CYLD

IL13
Paxip1

JAK1
ITGA11

TNK1
MAPK14
EIF2AK3
CAMKK1

CSGALNACT1
EGR2
HRH2

LTF
MAF

PPP1CA
SYT11
CD163

FCGR3A/FCGR3B
PTTG1
STK40

OTUD7B
RICTOR

CNTF
FADD

FSTL1
JINK1/2
PDE3A
PTPN2

SUPT5H
TNFSF11
TNFAIP3

IL15
NKX3−1

PI3K (complex)
PIK3R1

FAS
PTEN
CD40

BRCA1
CD69

SMAD2
STAT5a/b

FLT3
ITIH5
GPS2
CCL5
THRA
CD22

MYD88
CCL17
HDAC3
ITGB2

Histone h3
TAF4
SP1

PPARD
LCAT
RBP4

ITGB8
ZMIZ2

ADAM10
PIK3CG
mir−204

CD14
IL12B
CYBB
CD38

S100A8
CLEC7A
SMPD1

XDH
CDKN1B

AMBP
ZFP36

CXCR4
ENO1
LIMK1

MECP2
TLR6
CALR

MIR17HG
IL10RA

Cyp2c23
ACOX1
VEGFA

Trp53cor1
USP18

ATP6V0A2
PIAS4

SERCA
SKI

SKP2
TWIST2

GPBAR1
NOSTRIN

MET
CD44
NFIC
TLR2
DCN

PPP2CA
APP

ARNTL
KISS1R

LY9
VHL

BMP4
FOXP1
GPER1

HGF
TCF7L2

ADIPOR1
EPO

GSK3B
EGR1
IFIH1

AKIRIN2
DLK1
TP63

mir−27
C5

NOS2
PLK1

SAMSN1
LYN

CSF3
CCND3
KEAP1

TNFSF13
GAB1

FLT3LG
PRKCD

IRS1
ESR1
FASN

HSPB1
NPY

PTPN22
RPS6KB1

STAB1
ZNF366
Map3k7

IKZF1
TMEM173

PTGER4
AIF1

CTSB
BECN1

CASR
NPC1

TNFSF13B
IL1B

IGHM
PDGFRA

NCSTN
PLA2G6

E2F2
MAPK7

SLC2A1
PDGFB

DSP
FBN1

MYOG
PECAM1

PIWIL2
PPP3CB

SMARCB1
SOD2

SPHK1
KLRC4−KLRK1/KLRK1

NKX2−3
IL6

Ifnar
BCL2L11

S1PR2
HMGB2
NR3C1
CCND1

DNASE2
EOMES

ITGA5
MAPK1

NQO2
CSF2
PTK2

SOCS6
TGFA

FANCD2
FOXO3

B4GALT6
IL11

PIM2
S100A9

let−7
UGDH
TSLP

EPAS1
CD40LG

MYH10
SIRT1
BCL6
FYB1

PTPN6
FOSL2
ICAM3
JUND

SASH1
SNAI2

ADIPOQ
MYBL2

MYOCD
PYCARD

SYVN1
ATF4
EED

NCOR1
PRC1
HSF1
GPX1
SOST
ABL1
CBX2

CELF1
HLA−G
KLF16

MAPK13
S100A11

TIMP3
CFB

MAT1A
mir−10

Rock
RGS10

CR1
EBI3

NCF1
MBD3

BGN
TAF4B
CDH5

AR
IGFBP7

MAX
PLA2G4A

RND3
SNAI1
CDK6
FIGLA
GRK2
IL23A

COL17A1
IKBKE
IL1R2

TIRAP
MAP2K3

FN1
LCK

TEAD1
IL21

TNFRSF9
PSEN1

KLF4
miR−141−3p (and other miRNAs w/seed AACACUG)

PIN1
SP3

NFYA
SRSF6
SMAD7

ATF2
SPP1

GATA6
LGALS1

Klrk1
BRD4

IL1RAP
PRKCA

TNFSF12
FGFR1

PPP1R15B
EHF

LPIN1
NFKBIA

DRD2
FOXC2

IL−1R
EFNA2
COPS8
KLF13
H1−6
H1f1

S100B
SRSF1
TREX1

LIPA
SNTB1
STX12

IFNAR1
MAP3K8

MYB
MERTK

BDNF
ABCA1

PTX3
RAG2

GSDMB
ITIH1
ITIH2

RARB
CEBPD

EMD
IL2RG
ACE2

AGAP2
AI427809

ARHGEF12
ASGR1

C6
CHGA

CSF3R
DDX3X

FBXO22
FOXO4

GPC3
GPR17
GREB1
GSTZ1
HTR2B
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Web Figure 13: Comparison of predicted upstream regulators in different data sets.

All shown results have a p-value < 0.05. Numbers given in cells are z-scores. 


