Supplementary material

Table S1. Strains included in the study, genome characteristics, accession numbers of
their genomes and groupings in the ANIb and GGDC analyses.

Table S2. Major protein profiles of P. monteilii DSM 141647, P. mosselii DSM 174977,
P. plecoglossicida DSM 15088", P. taiwanensis DSM 21245T and P. vranovensis
DSM16006" (m/z: mass to charge ratio; + and -: presence or absence of the corresponding
protein).

Figure S1. Dendrogram based on the comparison with the Biotyper program of the major
proteins detected. The profiles of closely related type strains present in the Biotyper
database are also included as a control and are labeled with an asterisk. Distances
generated are arbitrary.



Supplementary Table S1. Strains included in the study, genome characteristics, accession numbers of their genomes and groupings in
the ANIb and GGDC analyses. Type strains are indicated in bold.

: : Genome accession : . Genomic  Genomic
Species Strain AuMmber Size Contigs [%] Group Group
(ANIb) (GGDC)

Pseudomonas alkylphenolica KL28" CP009048 5764622 1 60,6 35 36
Pseudomonas cremoricolorata DSM 170597 AUEA01 4655082 26 635 29 29
Pseudomonas donghuensis HYS' AJJP0O1 5639475 231 624 33 34
Pseudomonas entomophila L4g" CT573326 5888780 1 642 25 2
Pseudomonas fulva NBRC 16637" BBIQO1 4768229 46 61,8 27
Pseudomonas fulva DSM 177177 JHYUO1 4770636 48 61,7 27
Pseudomonas guariconensis LMG 273947 FMYX01 5079034 29 62,6 27 5
Pseudomonas japonica NBRC 103040" BBIRO1 6663130 162 64,2 31 30
Pseudomonas japonica DSM22348" 2700988710* 6718608 61 64,1 31 30
Pseudomonas monteilii DSM 141647 JHYVO01 6308713 85 615 11 15
Pseudomonas monteilii GTC 10897 BCAOO1 5547282 149 604 16 26
Pseudomonas monteilii GTC 10899 BCAPO1 5876827 112 62 28 6
Pseudomonas monteilii IOFA19 JENFO01 5725190 126 61,3 8 23
Pseudomonas monteilii NBRC 103158" BBISO1 6299985 132 615 11 15
Pseudomonas monteilii SB3078 CP006978 6000087 1 625 12 19
Pseudomonas monteilii SB3101 CP006979 5945120 1 625 12 19
Pseudomonas mosselii DSM 174977 JHYWO01 6260844 55 64 23 3
Pseudomonas oryzihabitans NBRC 102199" BBITO1 5027590 34 66,2 outgroup

Pseudomonas parafulva NBRC 16636" BBIUO1 4954362 55 62,5 21 25
Pseudomonas parafulva DSM 170047 AUEBO01 4956622 32 624 21 25
Pseudomonas plecoglossicida ~ DSM 15088" JHYXO01 5347571 58 63 19 12
Pseudomonas plecoglossicida  NBRC 1031627 BBIV01 5341796 97 63 19 12
Pseudomonas putida 1A00316 2687453569* 5636969 43 64,5 23 3
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Pseudomonas sp. NBRC 111136 BCBMO1 6551757 202 615 8
Pseudomonas sp. NBRC 111140 BCBQO1 6303060 206 62,1 9
Pseudomonas sp. NBRC 111142 BCBS01 6325459 329 628 22
Pseudomonas sp. NBRC 111143 BCBTO1 6327194 125 62,8 22
Pseudomonas sp. NBRC 111144 BCBUO1 5429876 187 624 7
Pseudomonas sp. P482 NZ_JHTSO01 5623997 69 624 33
Pseudomonas sp. RV120224 01c 2545824562* 6037951 40 624 11
Pseudomonas sp. RV12022401b 2545824563* 6042872 38 624 11
Pseudomonas sp. URIL14HWK12_ 15  2518645599* 5723734 24 62,1 11
Pseudomonas sp. URIL14HWK12_18  2545555814* 5822697 27 62 11
Pseudomonas taiwanensis DSM 212457 AUEC01 5415134 67 618 20
Pseudomonas taiwanensis SJ9 AXUPO1 6253055 736 61,8 12
Pseudomonas taiwanensis VLB120 2558309062* 5966222 2 616 20
Pseudomonas vranovensis DSM 16006" AUEDO1 5697807 36 615 34
Pseudomonas aeruginosa DSM 500717 NZ_CP012001 6291043 30 66,6 outgroup

* Genome accession numbers obtained from the Joint Genome Institute



Table S2. Major protein profiles of P. monteilii DSM 141647, P. mosselii DSM 174977,
P. plecoglossicida DSM 15088, P. taiwanensis DSM 21245" and P. vranovensis DSM
16006" (m/z: mass to charge ratio; + and -: presence or absence of the corresponding
protein).
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Figure S1. Dendrogram based on the comparison with the Biotyper program of the major
proteins detected. The profiles of closely related type strains present in the Biotyper
database are also included as a control and are labeled with an asterisk. Distances
generated are arbitrary.



