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T-ALL lost CTCF binding sites

T-ALL gainedCTCF binding sites

Table S6. De novo motif analysis results on cancer-specific lost and gained CTCF binding
sites in six cancer types, using HOMER and MEME.

HOMER Results
Top 10 motifs with p-value ≤1e-12 were shown for each dataset.N.A., no motifs were reported.

AML lost CTCF binding sites

AML gained CTCF binding sites
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BRCA lost CTCF binding sites

BRCA gainedCTCF binding sites

N.A.

CRC lost CTCF binding sites

CRC gainedCTCF binding sites

N.A.

LUAD lost CTCF binding sites
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LUAD gainedCTCF binding sites

PRAD lost CTCF binding sites

PRAD gainedCTCF binding sites
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T-ALL lost CTCF binding sites

T-ALL gainedCTCF binding sites

MEME Results
Top 10 motifs with p-value ≤1e-2were shownfor each dataset.N.A., no motifs were reported.

AML lost CTCF binding sites
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AML gained CTCF binding sites

BRCA lost CTCF binding sites

BRCA gainedCTCF binding sites

N.A.

CRC lost CTCF binding sites

N.A.



6

CRC gainedCTCF binding sites

LUAD lost CTCF binding sites

LUAD gainedCTCF binding sites
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PRAD lost CTCF binding sites

PRAD gainedCTCF binding sites


