Table S1

Table S1: Plasmids used in this study

(Outeiro and Lindquist,
p426-Gal-aSyn-GFP GAL1pomoter-aSYyn.GFP, 21, URA

2003)
p426* GALLpromoten 214, URA ATCC® 87341™ **
p426-GFP GALLpromoter.GFP, 211, URA This study
p426-SP-GFP GALL promoter-SP-GFP, 241, URA This study
p426-pplAPP-GFP GAL promoter-PPIAPP.GFP, 241, URA This study
p426-plAPP-GFP GALLpromoter PIAPP.GFP, 214, URA This study
p426-matlAPP-GFP  GAL1yromoter-MatIAPP.GFP, 211, URA This study

* Empty plasmid used as controls, ** American Type Culture Collection



Table S2

Table S2: Antibodies used in this study

Rabbit anti-IAPP polyclonal

Mouse anti-GFP

Mouse anti-Pgkl monoclonal

Goat anti-mouse polyclonal peroxidase-

conjugated

Stabilized goat anti-rabbit HRP-conjugated

Sigma-Aldrich
(USA)

NeuroMabs
(California,
USA)

Invitrogen
(USA)

Sigma-Aldrich
(USA)

Pierce (USA)

Cat# HPAO053194

Cat# 75-131

Cat# 459250

Cat# A5278

Cat# 1858415

1:2500

1:5000

1:1000

1:10000

1:5000
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Figure S1: (A) BY4741 cells expressing IAPP-GFP fusions and the respective controls were induced
with galactose for the indicated time points and the frequency of GFP cells was assessed by flow

cytometry.
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Figure S2: (A) BY4741 cells expressing IAPP-GFP fusions and the control construct were induced
with galactose and ODgyy was monitored hourly. The indicated growth parameters were calculated using
the R software. (B) Representation of the growth curves of all the strains.
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Figure S3: BY4741 cells expressing IAPP-GFP fusions and the control construct were induced with
galactose for 12 h and proteins were assessed by immunoblotting using anti-GFP antibody. Pgkl was
used as loading control.



Figure S4
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Figure S4: BY4741 cells expressing IAPP-GFP fusions were induced with galactose for 12 h and the
number of fluorescent cells as well as the number of cells containing aggregates was monitored by
fluorescence microscopy. Scale bars correspond to 5 um.
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Figure SS5: Frequency distribution of the aggregates areas for each of the strains. BY4741 cells
expressing matlAPP-GFP fusions were induced with galactose for 12 h and the aggregates area was

measured using ImagelJ.
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Figure S6: BY4741 cells expressing IAPP-GFP fusions were induced with galactose for 12 h and
proteins separated according to their solubility in Triton. Signals were obtained by immunoblotting
using anti-GFP antibody. Pgk1 was used as loading control.
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Figure S7: Computational prediction of the solubility of the differently processed IAPP forms by the
CamSol Intrinsic algorithm. (A) Intrinsic solubility scores calculated based on the contribution of each
amino acid solubility in the protein sequence. (B) Scores higher than 1 indicate highly soluble regions,
while scores smaller than -1 suggest poorly soluble ones.
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Figure S8: BY4741 cells expressing the indicated IAPP-GFP fusions and the control construct were
induced with galactose for 12 h and total proteins resolved in Mini-Protean TGX Gels in duplicates.
One gel was processed for immunoblotting (using anti-GFP antibody) and the corresponding signals
were excised from the duplicate gel previously stained with InstantBlue™.



