Ubiquitin western blot raw scan
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Scan respective to Fig. 1A Scan respective to Fig. S1A

Capture method: chemiluminescence
Please see page 6, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1A and FigS1A.
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Capture method: chemiluminescence
Please see page 6, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1A and FigS1A.
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MuRF1 western blot raw scan
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Scan respective to Fig. 1B

Capture method: chemiluminescence
Please see page 7, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected

"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1B and FigS1B.
T.C. stands for technical control.
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Capture method: chemiluminescence
Please see page 7, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1B and FigS1B.
T.C. stands for technical control.
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MuRF1 western blot raw scan
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MuRF3 western blot raw scan
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Scan respective to Fig. S1C

Scan respective to Fig. 1C

Capture method: chemiluminescence

Please see page 8, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1C and FigS1C.

M stands for missing sample; T.C. stands for technical control
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MuRF3 western blot raw scan
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Capture method: chemiluminescence
Please see page 8, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1C and FigS1C.
M stands for missing sample; T.C. stands for technical control
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Atrogin western blot raw scan
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Scan respective to Fig. S1D

Scan respective to Fig. 1D

Capture method: chemiluminescence

Please see page 9, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"X" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1D and FigS1D.

M stands for missing sample, T.C. stands for technical control
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Atrogin western blot raw scan
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Capture method: chemiluminescence
Please see page 9, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1D and FigS1D.
M stands for missing sample, T.C. stands for technical control
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MDM2 western blot raw scan

Scan respective to Fig. S1E

Scan respective to Fig. 1E

Capture method: chemiluminescence

Please see page 10, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1E and FigS1E.

T.C. stands for technical control
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MDM2 western blot raw scan
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Capture method: chemiluminescence
Please see page 10, showing additionally the colorimetric signal, from which information on molecular weight ladder was collected
"x" denotes a sample not used in data analysis. However, we have not removed its lane from the Fig1E and FigS1E.
T.C. stands for technical control
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Western Blot — Ubiquitin — Raw scans

Images captured with ChemiDoc™ MP

Scan respective to Fig 1A Scan respective to Fig S1A
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In any case, “X” denotes a sample that was dismissed, i.e. densitometric data was not used. The
respective lanes have not been cropped out from the Fig 1 and Fig S1. Instead, a justification is
given in the caption.
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Western Blot — MuRF1 — Raw scans

Images captured with ChemiDoc™ MP
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In any case, “X” denotes a sample that was dismissed, i.e. densitometric data was not used. The
respective lanes have not been cropped out from the Fig 1 and Fig S1. Instead, a justification is
given in the caption. 7
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Western Blot — MuRF3 — Raw scans

Images captured with ChemiDoc™ MP
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Scan respective to Fig S1C
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In any case, “X” denotes a sample that was dismissed, i.e. densitometric data was not used. The
respective lanes have not been cropped out from the Fig 1 and Fig S1. Instead, a justification is
given in the caption.
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Western Blot — Atrogin — Raw scans

Images captured with ChemiDoc™ MP
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In any case, “X” denotes a sample that was dismissed, i.e. densitometric data was not used. The
respective lanes have not been cropped out from the Fig 1 and Fig S1. Instead, a justification is
given in the caption.
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Western Blot — MDM2 — Raw scans

Images captured with ChemiDoc™ MP
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In any case, “X” denotes a sample that was dismissed, i.e. densitometric data was not used. The
respective lanes have not been cropped out from the Fig 1 and Fig S1. Instead, a justification is

given in the caption.
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