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Purpose  Name Line 
Total # 
Seedlings # Mosaic Seedlings Proportion Mosaic 

 

Control pGII227-HSCREN2 in pCB1-7.1 3 87 42 0.482758621 

Control pGII227-HSCREN2 in pCB1-7.1 4 36 13 0.361111111 

Control pGII227-HSCREN2 in pCB1-7.1 5 42 19 0.452380952 

Control pGII227-HSCREN2 in pCB1-7.5 1 6 4 0.666666667 

Control pGII227-HSCREN2 in pCB1-8.7 1 8 8 1 

Control pGII227-HSCREN2 in pCB1-8.7 2 35 26 0.742857143 

Control pGII227-HSCREN2 in pCB1-8.7 3 6 3 0.5 

Control pGII227-HSCREN2 in pCB1-8.7 6 6 4 0.666666667 

EPF1 pTK112-1   x pCB1-8 3 12 7 0.583333333 

EPF1 pTK112-1  x  pCB1-8 4 4 1 0.25 

EPF1 pTK112-1 x pCB1-8 5 8 3 0.375 

EPF1 pTK112-1 x pCB1-8 9 6 3 0.5 

EPF1 pCB1-7 x pTK112-4 3 6 1 0.166666667 

EPF1 pCB1-7 x pTK112-4 4 6 4 0.666666667 

EPF1 pCB1-7 x pTK112-4 6 6 2 0.333333333 

EPF1 pCB1-7 x pTK112-4 7 7 2 0.285714286 

EPF1 pCB1-7 x pTK112-4 9 6 4 0.666666667 

EPF1 pTK112-1 x pCB1-8 3.3 48 6 0.125 

EPF1 pTK112-1 x pCB1-8 4.1 90 32 0.355555556 

EPF1 pTK112-1 x pCB1-8 4.5 20 2 0.1 

EPF1 pTK112-1 x pCB1-8 9.1 6 1 0.166666667 

EPF1 pCB1-7 x pTK112-4 6.2 12 2 0.166666667 

EPF1 pCB1-7 x pTK112-4 6.6 39 8 0.205128205 

EPF1 pCB1-7 x pTK112-4 6.8 29 10 0.344827586 

EPF1 pCB1-7 x pTK112-4 6.3 46 15 0.326086957 

STOMAGEN pCB1-8 x pJS107-2 3 76 36 0.473684211 

STOMAGEN pCB1-8 x pJS107-2 6 52 21 0.403846154 

STOMAGEN pCB1-8 x pJS107-2 3.9 106 30 0.283018868 

STOMAGEN pCB1-8 x pJS107-2 3.14 139 29 0.208633094 
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Plasmid ID Description Insert Vector BacR PlantR Note Ref 

 
pTK106 pCRII-EPF1 EPF1 cDNA pCRII Kan NA to make pTK109 This study 

pTK107 pCRII-EPF2 EPF2 cDNA pCRII Kan NA to make pTK110 This study 

pTK109 pBnUASPTn-EPF1 EPF1 cDNA pBnUASPTn Amp NA to make pTK112 This study 

pTK110 pBnUASPTn-EPF2 EPF2 cDNA pBnUASPTn Amp NA to make pTK113 This study 

pTK112 HSCRE-EPF1 EPF1 cDNA pGII227-HSCREN2 Kan Hyg 
cre-lox  system with 
EPF1 This study 

pTK113 HSCRE-EPF2 EPF2 cDNA pGII227-HSCREN2 Kan Hyg 
cre-lox  system with 
EPF2 This study 

pJS104 pCRII-STOMAGEN STOMAGEN cDNA pcR 2.1 TOPO 
Amp  
Kan NA to make pJS105 This study 

pJS105 
pBnUASPTn-
STOMAGEN STOMAGEN cDNA pBnUASPTn Amp NA to make pJS107 This study 

pJS107 
HSCRE-
STOMSGEN STOMAGEN cDNA pGII227-HSCREN2 Kan Hyg 

cre-lox  system with 
STOMAGEN This study 

pBnUASPTn UAS::MCS NA PB2n Amp NA 

Intermediate plasmid to 
insert gene of interest 
under Gal4 UAS 

Heidstra et 
al. 2004 

pGII227-
HSCREN2 Hspro::CRE NA pGII227 Kan Hyg 

HS promoter driving 
CRE. UAS with MCS. 
To make pTK112, 113 

Heidstra et 
al. 2006 

pCB1 
35S::loxCRT1lox:G
al4-UAS-GFPER NA pGreen0229 Kan Basta 

Selectable marker 
CRT1 intercepted by 
two lox sites to separate 
Gal4 from 35S 
promoter. UAS-GFPER  

Heidstra et 
al. 2006 
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Primer Name Sequence Purpose Note 
 

STOMGEN_F TGTAGTTCAAGCCTCAAGACCTC 
qRT-PCR 
STOMAGEN This study 

STOMSGEN_rc ACTCGTTGTACGTACAAGTTGGT 
qRT-PCR 
STOMAGEN This study 

Act2 5’intergenic_F AAAGTTTGTACGGATCGACCA   qRT-PCR ACTIN2 Han et al. 2018 

Act2 5’intergenic_rc CGAATTTGAATATGAGCGATGA     qRT-PCR ACTIN2 Han et al. 2018 

EPF1_qRT_F ATGCCGTCTTGTGATGGTTAG qRT-PCR EPF1 Qi et al. 2017 

EPF1_qRT_rc TCAAGGGACAGGGTAGGACTT qRT-PCR EPF1 Qi et al. 2017 

pGII227-HSCREN2.2380.fw CTCTTCGCTATTACGCCAGCT 
pGII227-HS-CRE-N2: 
check for inserts This study 

pGII227-HSCREN2.2968.rc 
AGTGAGCTGATACCGCTCGCC 

pGII227-HS-CRE-N2: 
check for inserts This study 

pCB1_35Sp_fw CTGCAAGGCGATTAAGTTGGGTAAC 
pCB1: check for 35S 
pro This study 

pCB1_35Sp_rc AACCGGCAGCAGTTCGACATA 
pCB1: check for 35S 
pro This study 

CRT1(F) TTCTATGATATCCTCTTCCGCTGTG pCB1: check for CRT1 This study 

CRT1 (R)  GCGTCAGGAACCTGCGACCGTC pCB1: check for CRT1 This study 

pCB1_GAL4_fw TTGCCGGTCTTGCGATGATTA pCB1: check for Gal4 This study 

pCB1_GAL4_rc TGATTACGCCAAGCTCGGAATTAAC pCB1: check for Gal4 This study 

pCB1_ERGFP_fw GCGGTAATACGGTTATCCAC 
pCB1: check for 
erGFP This study 

pCB1_ERGFP_rc TCTCAAACAAACACATACAGCGACT 
pCB1: check for 
erGFP This study 

pBnUASPTn (F) 
TACCGGGCCCCCCCTCGAAATTCCT
G 

pTK112/3: not actually 
in T-DNA This study 

pG7HSCREseq (F) GTTTACAATTTCGCGCCATTC 
pTK112/3: check for 
UAS::EPF1/2 This study 

EPF1_cDNA_EcoRI (R) 
CCGGAATTCTCAAGGGACAGGGTAG
GACTTAT 

pTK112: check for 
UAS::EPF1  This study 

CREcDNA (F) ATGTCCAATTTACTGACCGTACACC 
pTK112/3: check for 
CRE This study 

CREcDNA (R) CTAATCGCCATCTTCCAGCAGGCGC 
pTK112/3: check for 
CRE This study 

BAMHI-EPFL9F 
CGCGGATCCATGAAGCATGAAATGA
TGAACA 

Molecular cloning 
STOMAGEN This study 

EcoRI-EPFL9withstop.rc 
CCGGAATTCTTATCTATGACAAACAC
ATCTATAA 

Molecular cloning 
STOMAGEN This study 

MfeI-EPFL9withstop.rc 
CCGCAATTGTTATCTATGACAAACAC
ATCTATAA 

Molecular cloning 
STOMAGEN This study 

 
        

Development: doi:10.1242/dev.192237: Supplementary information

D
ev

el
o

pm
en

t •
 S

up
pl

em
en

ta
ry

 in
fo

rm
at

io
n




