
Table S1. STR analysis. 

A. 

Sample Name Marker Allele1 Allele2 
A431 AMEL X  

A431 CSF1PO 11 12 
A431 D13S317 9 13 
A431 D16S539 12 14 
A431 D21S11 28  

A431 D5S818 12 13 
A431 D7S820 10  

A431 TH01 9  

A431 TPOX 11  

A431 vWA 15 17 

B. 

Sample Name Marker Allele1 Allele2 
HSC-4 AMEL X  

HSC-4 CSF1PO 9 10 
HSC-4 D13S317 8 13 
HSC-4 D16S539 12  

HSC-4 D21S11 29 30 
HSC-4 D5S818 8 11 
HSC-4 D7S820 9 10 
HSC-4 TH01 6 9 
HSC-4 TPOX 11  

HSC-4 vWA 16 19 

C. 

Sample Name Marker Allele1 Allele2 
OSC-19 AMEL X Y 
OSC-19 CSF1PO 12  

OSC-19 D13S317 12  

OSC-19 D16S539 9 12 
OSC-19 D21S11 21  

OSC-19 D5S818 10 13 
OSC-19 D7S820 9 11 
OSC-19 TH01 9  

OSC-19 TPOX 11  

OSC-19 vWA 14  

 

 

 



Table S2. Evaluation value. 

  A431 HSC4 OSC19 
A431 - 0.333 0.370 
HSC4 - - 0.276 
OSC19 - - - 

 

 
Figure  S1A, S1B, S1C: Expression levels of various genes closely related to EGFR signaling 
analyzed with microarray. The expression levels of each genes closely related to EGFR signaling 
were indicated. Values were calculated the relative expression to the expression level of GAPDH 
as a house-keeping gene. (A) A431, (B) HSC4, (C) OSC19. 

 


