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SUPPORTING READ COUNT
Split reads in TPR = 35
Split reads in NTRK1 = 31
Discordant mates = 2
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SUPPORTING READ COUNT
Split reads in LMNA = 37
Split reads in NTRK1 = 53
Discordant mates = 7
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ETV6
NTRK3

Protein tyrosine kinase

RETAINED PROTEIN DOMAINS

In-frame fusion

Sterile alpha motif (SAM)/Pointed domain
SUPPORTING READ COUNT
Split reads in ETV6 = 11
Split reads in NTRK3 = 16
Discordant mates = 8
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ETV6 NTRK3

Protein tyrosine kinase

RETAINED PROTEIN DOMAINS

In-frame fusion

Sterile alpha motif (SAM)/Pointed domain

SUPPORTING READ COUNT
Split reads in ETV6 = 25
Split reads in NTRK3 = 8
Discordant mates = 11
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