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Full-text articles assessed for eligibility 
n=553 

Records excluded after screening 
total=451 

 
Study design inappropriate=142 

Aim of mathematical model not in 
scope=130 

No original data=49 
Insufficient data=43 

Inadequate follow-up=33 
Other=32 

Not about SARS-CoV-2=9 
Pre-print of published article=8 

Duplicate record=3b 
Diagnosis not with RT-PCR=2 
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Included in question 2 
n=31 

Displayed in forest plot 
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Figure S1. Flow chart of identified, excluded and included records as of 10 June 2020 
a Numbers of new records at each search: 1st search, 25.03.2020; 2nd search, 20.04.2020; 3rd search, 10.06.2020 
b Duplicate records are identical articles in different databases, found after automated de-duplication 
c 11 studies were included in the first review and 37 studies were included in the first update 
d Study by Mizumoto et al. in qualitative synthesis but not included in forest plot 
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