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Supplementary Table S1. MS/MS spetrum database search analysis summary

Total spectrums Matched spetrums Peptides Unique peptides Identified proteins Quantifiable proteins

244124 51213 25805 23854 4789 4242

Table 2. Differentially expressed protein summary (Filtered with threshold value of expression fold change and P vlaue < 0.05)

Compare group Regulated type fold change >1.5

up-regulated 11

DT/CK
down-regulated 100




