
KEGG pathway

Fisher's

exact test

p value

Protein

accession

Protein

descriptio

n

DT/CK

Ratio

Regulated

Type

DT/CK P

value
MW [kDa] Score

Coverage

[%]
Peptides PSMs

Unique

peptides
CK1 CK2 CK3 DT1 DT2 DT3

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp25

454_c0_se

q1_m.283

14

"PREDICTE

D:

naringenin

,2-

oxoglutara

te 3-

dioxygena

se

[Ziziphus

jujuba]"

0.41 Down 5.66E-07 44.491 178.49 49.4 18 49 18 1.386 1.375 1.399 0.556 0.589 0.561

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp29

812_c0_se

q1_m.185

55

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2-

like

[Jatropha

curcas]

0.636 Down 0.000662 60.204 4.0311 7.8 5 5 2 1.142 1.254 1.239 0.822 0.723 0.767

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp28

142_c0_se

q1_m.180

76

PREDICTE

D: trans-

cinnamate

4-

monooxyg

enase

[Jatropha

curcas]

0.578 Down 1.1E-06 60.624 61.458 26.1 13 20 13 1.245 1.257 1.245 0.711 0.741 0.714

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp32

592_c3_se

q4_m.292

22

"PREDICTE

D:

arogenate

dehydrata

se 3,

chloroplas

tic [Vitis

vinifera]"

0.583 Down 0.003784 45.948 3.0291 4.3 2 2 1 1.331 1.137 1.271 0.663 0.842 0.675

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp12

781_c0_se

q1_m.254

70

PREDICTE

D:

dihydrofla

vonol-4-

reductase-

like

[Daucus

carota

subsp.

sativus]

0.379 Down 5.31E-08 38.694 20.965 19.6 9 16 9 1.433 1.386 1.417 0.53 0.54 0.534

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp33

776_c0_se

q1_m.192

52

PREDICTE

D: (-)-

alpha-

terpineol

synthase

[Vitis

vinifera]

0.505 Down 2.15E-05 70.02 47.141 12.2 7 10 7 1.351 1.265 1.304 0.639 0.691 0.651

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp24

298_c0_se

q1_m.232

29

PREDICTE

D: 3-

ketoacyl-

CoA

synthase 6

[Sesamum

indicum]

0.213 Down 0.006598 56.181 4.7365 4.4 2 3 2 1.558 1.615 1.613 0.265 0.345 0.41

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp32

304_c0_se

q3_m.112

25

PREDICTE

D:

phenylala

nine

ammonia-

lyase

[Vitis

0.417 Down 1.92E-07 77.077 118.08 37.8 25 54 6 1.375 1.378 1.392 0.561 0.579 0.587

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp34

400_c0_se

q9_m.121

94

"PREDICTE

D:

granule-

bound

starch

synthase

1,

chloroplas

tic/amylo

plastic

isoform

X2

[Theobro

ma

0.588 Down 4.87E-07 67.174 39.882 21.9 12 21 11 1.242 1.24 1.25 0.718 0.734 0.744

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp23

543_c0_se

q1_m.330

26

PREDICTE

D:

cinnamoyl

-CoA

reductase

1

[Solanum

tuberosu

m]

0.562 Down 4.89E-07 36.641 29.051 21.3 7 16 7 1.264 1.283 1.25 0.716 0.719 0.699

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp36

199_c0_se

q1_m.258

92

PREDICTE

D: very-

long-chain

3-oxoacyl-

CoA

reductase

1 [Juglans

regia]

0.604 Down 0.000562 35.595 5.1761 11.2 4 4 4 1.276 1.221 1.168 0.709 0.7 0.803

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp27

225_c0_se

q2_m.288

77

anthocyan

idin

reductase

[Vitis

vinifera]

0.525 Down 2.24E-06 37.459 8.2769 20.5 7 18 2 1.311 1.253 1.313 0.684 0.687 0.663

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp27

225_c0_se

q1_m.284

49

anthocyan

idin

reductase

[Vitis

vinifera]

0.424 Down 3.32E-06 36.273 62.198 30.3 11 25 6 1.404 1.342 1.365 0.559 0.608 0.576
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Supplementary Table S4. KEGG enrichment



ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp34

132_c2_se

q2_m.479

PREDICTE

D: acetyl-

CoA

carboxylas

e 1

[Theobro

ma cacao]

0.511 Down 5.66E-07 252.94 89.799 14.8 30 35 30 1.296 1.316 1.3 0.677 0.649 0.673

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp34

996_c0_se

q1_m.190

97

flavonoid

3'

hydroxylas

e [Vitis

vinifera]

0.538 Down 2.09E-06 57.059 17.251 19.1 9 14 9 1.248 1.29 1.269 0.668 0.678 0.703

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp35

217_c0_se

q1_m.278

70

PREDICTE

D:

leucoanth

ocyanidin

dioxygena

se

[Theobro

ma cacao]

0.416 Down 8.03E-07 40.057 51.661 24.5 7 9 7 1.343 1.36 1.416 0.567 0.584 0.561

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp24

956_c0_se

q1_m.232

94

PREDICTE

D:

peroxidas

e 42

[Eucalyptu

s grandis]

0.609 Down 2.14E-05 37.589 27.808 24 6 6 6 1.202 1.251 1.235 0.749 0.773 0.725

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp31

922_c0_se

q2_m.268

35

PREDICTE

D: ATP-

citrate

synthase

alpha

chain

protein 2

[Nicotiana

attenuata]

0.554 Down 0.000581 48.023 1.21 10.3 5 9 2 1.348 1.238 1.215 0.647 0.688 0.769

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp31

295_c0_se

q1_m.482

7

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2

[Theobro

ma cacao]

0.432 Down 0.00492 61.529 11.529 4.7 3 3 2 1.387 1.367 1.352 0.531 0.651 0.592

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp27

350_c0_se

q1_m.242

60

PREDICTE

D:

chalcone

synthase 1

[Juglans

regia]

0.35 Down 2.17E-05 48.966 67.923 32.2 11 35 2 1.518 1.391 1.424 0.472 0.54 0.506

ath01110 Biosynthesis of secondary metabolites 0.000275

cds.Camell

ia_sinensi

s.comp24

910_c0_se

q1_m.132

95

PREDICTE

D:

probable

chalcone--

flavonone

isomerase

3 [Prunus

mume]

0.555 Down 0.000603 23.229 80.777 23.4 5 10 5 1.326 1.256 1.273 0.771 0.733 0.635

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp25

454_c0_se

q1_m.283

14

"PREDICTE

D:

naringenin

,2-

oxoglutara

te 3-

dioxygena

se

[Ziziphus

jujuba]"

0.41 Down 5.66E-07 44.491 178.49 49.4 18 49 18 1.386 1.375 1.399 0.556 0.589 0.561

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp27

225_c0_se

q2_m.288

77

anthocyan

idin

reductase

[Vitis

vinifera]

0.525 Down 2.24E-06 37.459 8.2769 20.5 7 18 2 1.311 1.253 1.313 0.684 0.687 0.663

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp28

142_c0_se

q1_m.180

76

PREDICTE

D: trans-

cinnamate

4-

monooxyg

enase

[Jatropha

curcas]

0.578 Down 1.1E-06 60.624 61.458 26.1 13 20 13 1.245 1.257 1.245 0.711 0.741 0.714

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp27

225_c0_se

q1_m.284

49

anthocyan

idin

reductase

[Vitis

vinifera]

0.424 Down 3.32E-06 36.273 62.198 30.3 11 25 6 1.404 1.342 1.365 0.559 0.608 0.576

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp34

996_c0_se

q1_m.190

97

flavonoid

3'

hydroxylas

e [Vitis

vinifera]

0.538 Down 2.09E-06 57.059 17.251 19.1 9 14 9 1.248 1.29 1.269 0.668 0.678 0.703

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp35

217_c0_se

q1_m.278

70

PREDICTE

D:

leucoanth

ocyanidin

dioxygena

se

[Theobro

ma cacao]

0.416 Down 8.03E-07 40.057 51.661 24.5 7 9 7 1.343 1.36 1.416 0.567 0.584 0.561

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp12

781_c0_se

q1_m.254

70

PREDICTE

D:

dihydrofla

vonol-4-

reductase-

like

[Daucus

carota

subsp.

sativus]

0.379 Down 5.31E-08 38.694 20.965 19.6 9 16 9 1.433 1.386 1.417 0.53 0.54 0.534

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp27

350_c0_se

q1_m.242

60

PREDICTE

D:

chalcone

synthase 1

[Juglans

regia]

0.35 Down 2.17E-05 48.966 67.923 32.2 11 35 2 1.518 1.391 1.424 0.472 0.54 0.506

ath00941 Flavonoid biosynthesis 1.09E-11

cds.Camell

ia_sinensi

s.comp24

910_c0_se

q1_m.132

95

PREDICTE

D:

probable

chalcone--

flavonone

isomerase

3 [Prunus

mume]

0.555 Down 0.000603 23.229 80.777 23.4 5 10 5 1.326 1.256 1.273 0.771 0.733 0.635



ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp29

812_c0_se

q1_m.185

55

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2-

like

[Jatropha

curcas]

0.636 Down 0.000662 60.204 4.0311 7.8 5 5 2 1.142 1.254 1.239 0.822 0.723 0.767

ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp23

543_c0_se

q1_m.330

26

PREDICTE

D:

cinnamoyl

-CoA

reductase

1

[Solanum

tuberosu

m]

0.562 Down 4.89E-07 36.641 29.051 21.3 7 16 7 1.264 1.283 1.25 0.716 0.719 0.699

ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp28

142_c0_se

q1_m.180

76

PREDICTE

D: trans-

cinnamate

4-

monooxyg

enase

[Jatropha

curcas]

0.578 Down 1.1E-06 60.624 61.458 26.1 13 20 13 1.245 1.257 1.245 0.711 0.741 0.714

ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp24

956_c0_se

q1_m.232

94

PREDICTE

D:

peroxidas

e 42

[Eucalyptu

s grandis]

0.609 Down 2.14E-05 37.589 27.808 24 6 6 6 1.202 1.251 1.235 0.749 0.773 0.725

ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp31

295_c0_se

q1_m.482

7

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2

[Theobro

ma cacao]

0.432 Down 0.00492 61.529 11.529 4.7 3 3 2 1.387 1.367 1.352 0.531 0.651 0.592

ath00940 Phenylpropanoid biosynthesis 0.000184

cds.Camell

ia_sinensi

s.comp32

304_c0_se

q3_m.112

25

PREDICTE

D:

phenylala

nine

ammonia-

lyase

[Vitis

0.417 Down 1.92E-07 77.077 118.08 37.8 25 54 6 1.375 1.378 1.392 0.561 0.579 0.587

ath00360 Phenylalanine metabolism 0.000714

cds.Camell

ia_sinensi

s.comp29

812_c0_se

q1_m.185

55

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2-

like

[Jatropha

curcas]

0.636 Down 0.000662 60.204 4.0311 7.8 5 5 2 1.142 1.254 1.239 0.822 0.723 0.767

ath00360 Phenylalanine metabolism 0.000714

cds.Camell

ia_sinensi

s.comp28

142_c0_se

q1_m.180

76

PREDICTE

D: trans-

cinnamate

4-

monooxyg

enase

[Jatropha

curcas]

0.578 Down 1.1E-06 60.624 61.458 26.1 13 20 13 1.245 1.257 1.245 0.711 0.741 0.714

ath00360 Phenylalanine metabolism 0.000714

cds.Camell

ia_sinensi

s.comp31

295_c0_se

q1_m.482

7

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2

[Theobro

ma cacao]

0.432 Down 0.00492 61.529 11.529 4.7 3 3 2 1.387 1.367 1.352 0.531 0.651 0.592

ath00360 Phenylalanine metabolism 0.000714

cds.Camell

ia_sinensi

s.comp32

304_c0_se

q3_m.112

25

PREDICTE

D:

phenylala

nine

ammonia-

lyase

[Vitis

0.417 Down 1.92E-07 77.077 118.08 37.8 25 54 6 1.375 1.378 1.392 0.561 0.579 0.587

ath00130 Ubiquinone and other terpenoid-quinone

biosynthesis
0.004942

cds.Camell

ia_sinensi

s.comp29

812_c0_se

q1_m.185

55

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2-

like

[Jatropha

curcas]

0.636 Down 0.000662 60.204 4.0311 7.8 5 5 2 1.142 1.254 1.239 0.822 0.723 0.767

ath00130 Ubiquinone and other terpenoid-quinone

biosynthesis
0.004942

cds.Camell

ia_sinensi

s.comp28

142_c0_se

q1_m.180

76

PREDICTE

D: trans-

cinnamate

4-

monooxyg

enase

[Jatropha

curcas]

0.578 Down 1.1E-06 60.624 61.458 26.1 13 20 13 1.245 1.257 1.245 0.711 0.741 0.714

ath00130 Ubiquinone and other terpenoid-quinone

biosynthesis
0.004942

cds.Camell

ia_sinensi

s.comp31

295_c0_se

q1_m.482

7

PREDICTE

D: 4-

coumarat

e--CoA

ligase 2

[Theobro

ma cacao]

0.432 Down 0.00492 61.529 11.529 4.7 3 3 2 1.387 1.367 1.352 0.531 0.651 0.592

ath00062 Fatty acid elongation 0.011215

cds.Camell

ia_sinensi

s.comp36

199_c0_se

q1_m.258

92

PREDICTE

D: very-

long-chain

3-oxoacyl-

CoA

reductase

1 [Juglans

regia]

0.604 Down 0.000562 35.595 5.1761 11.2 4 4 4 1.276 1.221 1.168 0.709 0.7 0.803

ath00062 Fatty acid elongation 0.011215

cds.Camell

ia_sinensi

s.comp24

298_c0_se

q1_m.232

29

PREDICTE

D: 3-

ketoacyl-

CoA

synthase 6

[Sesamum

indicum]

0.213 Down 0.006598 56.181 4.7365 4.4 2 3 2 1.558 1.615 1.613 0.265 0.345 0.41


