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Fig. S1: Relative abundance of sequence reads mapped on the rRNA sequences constructed by 2 

EMIRGE. OTUs with relative abundance of 1% or less were summarized as others. 3 
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Fig. S2: Multiple alignments of the 5ˈ- and 3ˈ-terminal regions of the coding strands of RNA 7 

segments. 8 
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Fig. S3: dsRNA-negative marine macroalgae used in this study. (A). Identification and morphology 13 

of marine macroalgae samples 4-6. They were identified by morphology. (B) Agarose gel 14 

electrophoresis of the total nucleic acids (T) and dsRNA (ds) of marine macroalgae samples 4-6. 15 

Nucleic acids were stained with ethidium bromide.  16 
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