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Supplemental Figure. Agreement (A) between 35 sets of co-collected nasopharyngeal swab, oropharyngeal swab, and nasal swab clinical
specimens with positive (+) and negative (-) Panther Fusion SARS-CoV-2 RT-PCR assay results. Scatter plot (B) of RT-PCR Ct values
corresponding to Panther Fusion SARS-CoV-2 RT-PCR assay positive samples for each swab type.
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Supplemental Table 1.
TMA assay.

Microorganism cross reactivity and interference of the Aptima SARS-CoV-2

SARS-CoV-2 SARS-CoV-2
Unspiked Spiked @
Microorganism Concentration | N Tested Detethed Detoe/?:ted TesNted Detethed Det(:e/(():ted
No organism Control N/A 3 0 0 3 3 100
Humanzczogrgnavirus Tlc?glég/orgl 3 0 0 3 3 100
e I R I RN IR B
H“maLC}g[Jolr'aVir“S 1.00E+06 c/ml 3 0 0 3 3 100
o | 1XES o o [s [ s |
SARS-coronavirus 1.00E+06 c¢/ml 3 0 0 3 3 100
MERS-coronavirus Tlc'?g;/o% 3 0 0 3 3 100
Adenovirus cretbed 3 0 0 3 3 100
Metagwirrigvirus Tlé?gig?fﬂ 3 0 0 3 3 100
(hMPV)

Parainfluenza virus 1 Tlc'?g';;frgl 3 0 0 3 3 100
Parainfluenza virus 2 T%:(I)gggfnfl 3 0 0 3 3 100
Parainfluenza virus 3 Tlé?gi-(;?r?] | 3 0 0 3 3 100
Parainfluenza virus 4 T%Z(I)[(;E(J)rlorgl 3 0 0 3 3 100
Influenza A (H3N2) Tlc'?gi;?; | 3 0 0 3 3 100




SARS-CoV-2 SARS-CoV-2
Unspiked Spiked @

Microorganism Concentration | N Tested Detethed Detoe/?:ted TesNted Detethed Det(:e/?:ted
Influenza B Tzé?ggg/()nil 3 0 0 3 3 100
Enterovirus (e.g. EV68) Tlc?gig?nil 3 0 0 3 3 100
Respirat\(jir?fJ zyncytial Tlc?gi;?ri | 3 0 0 3 3 100
Rhinovirus Tlc'?g'égfn‘]‘l 3 0 0 3 3 100
Chlamydia pneumonia 1|'285;?6 3 0 0 3 3 100
Haemophilus influenzae 10025/-'-”?'6 3 0 0 3 3 100
Legionella pneumophila 1395;;?'6 3 0 0 3 3 100
e e o [ o [ s | s | w
prvoroalll B IR R R R R
Streptococcus pyogenes 1COFOE/+H?I6 3 0 0 3 3 100
Bordetella pertussis 1COFOE/+H?I6 3 0 0 3 3 100
el I I I R BT I
Pneumocystis jirovecii 1}?35;?6 3 0 0 3 3 100
Candida albicans 1¢°£57£f 3 0 0 3 3 100
Frrmoil I IR BN R BN R




SARS-CoV-2 SARS-CoV-2
Unspiked Spiked @

. . . N % N N %
Microorganism Concentration | N Tested Detected | Detected | Tested | Detected | Detected
Staphylocgc_cus 1.00E+06 3 0 0 3 3 100

epidermidis

Streptococcus salivarius 1.00E+08 3 0 0 3 3 100
Negative clinical NP
swab specimens (N=30P) %0 0 0 %0 %0 100

28SARS-CoV-2 inactivated cultured virus spiked at 0.03 TCIDso/ml (3x LoD)

bEach NP swab specimen was tested in triplicate for a total of 90 replicates in the absence and presence of
spiked SARS-CoV-2 inactivated virus.

Supplemental Table 2. Line listing of results from Table 2 for 140 nasopharyngeal swab specimens tested

with the Aptima SARS-CoV-2 assay and the Panther Fusion SARS-CoV-2 assay.

Sample ID Panther Fusion SARS-
Aptima SARS-CoV-2 CoV-2
(XTO_OL(J)) Result Ct Result
1 1164 POS 29.1 POS
2 303 NEG 0 NEG
3 282 NEG 0 NEG
4 297 NEG 0 NEG
5 284 NEG 0 NEG
6 1163 POS 15 POS
7 1140 POS 18.1 POS
8 309 NEG 0 NEG
9 295 NEG 0 NEG
10 1105 POS 30.5 POS
11 1142 POS 20.9 POS
12 299 NEG 0 NEG
13 1140 POS 26.2 POS
14 296 NEG 0 NEG
15 1105 POS 15.7 POS
16 1132 POS 24.4 POS
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1187
1172
1107
303
314
311
297
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288
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275
285
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1182
288
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296
295
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292
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1207
283
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295
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290
285
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288
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