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150 subjects with stage I-11l colon cancer
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. Plasma analysis Cytokine analysis Gene expression analysis .
Tumor tissue (n = 150) CDX2 analysis (n = 150)
(n=94) (n=132) (hn=117)
Targeted sequencing of ddPCR analysis ELISA analysis nanoString analysis: Immunostaining:
| 29 genes * Positive baseline ctDNA (n = 60) * High IL6 levels at baseline * CRCA subtypes CDX2 loss (n = 8)
* Positive postoperative ctDNA (n = 14) (n=65) * CMS groups CDX2 present (n = 142)
* Positive postchemo ctDNA (n=7)
Mutation identified

(n=132)
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