
File title:  Supplementary Data 1 

Description: Genomic DNA off-target analysis based on sequence homology of sgRNA targeting 

ABE1, ABE8, and ABE11. The sgRNA for the top three edited genomic sites were selected and each of 

the three independent technical replicates were sequenced using parallel mock samples as a 

negative control (n=3). Data are presented as the sum of reads for each aligned sequence across the 

three replicates.  

File title:  Supplementary Data File 2 

Description: Amino acid sequence of microABE I744, SaCas9-miniABEmax (V82G), SaCas9-ABEmax, 

microAIDx I744. 


