table 2. Tumor and the detection of CSF-CtDNA

- Tamor - Overall
patient|sex| Age] Diagnosis | Tumor [ Tumor | Tumor | Location of CSF | [ |Mutated genes detected|  Mutated genes consistency | oo uicome | suretenl
Grade | location volume (cm3)|  sampling oy intumor tissue | detected in CSF ctDNA | (CSF/Tumor tissue) sunvval
REW49| F 27| Aa 3 | Pontine | No No 239 Cerebellomedullary | -y IDHL, TP53, ATRX IDHL, TP53, ATRX Totally CSF=T Alive 402
cistern consistent(3/3)
RE152| F |34 A 2 | Pontine | No No 2538 Cerebellomedullary | -y IDH1,TP53, ATRX IDH1,TP53, ATRX Totally CSF=T Alive 154
cistern consistent(3/3)
ro760| F | 9 GG 1 V";“ﬁ:je _ Yes 52.18 Lateral ventricle Yes H3F3ATP53 H3F3ATP53 Totally consistent | oo g Dead 15.0
Cerebellomedullary H3F3A, PPMID, ATRX, | H3F3A, PPM1D, ATRX, | Totally consistent _
RDSg9| M [ 12| A0 3 | Medula | _ Yes 8.94 priie Yes EorRLNEL Rl NLL (o) CSF=T Dead 37
RD998| F |45 E 2 | Medula | _ Yes 095 Cerebellomedullary | -y oo ACVRL ACVRL Totally CSF=T Alive 170
cistern consistent(1/1)
RE153| F |53 A 2 | Medulla _ No 221 Cerehellomedullary | H3F3A, TPT3, PPM1D | H3F3A, TPT3, PPM1D Totally CSF=T Alive 14.4
cistern consistent(3/3)
RE974| F | 44 A 2 | Medulla _ No 7.93 Cerebellomedullary | oo H3F3A, NF1 H3F3A, NF1 Totally CSF=T Dead 85
cistern consistent(2/2)
RD516| F | 4 PMA 1 | Medulla _ Yes 9.35 Cembi'i‘:[':;d””aw Yes BRAF:KIAA1549 BRAF:KIAA1549 Tc"‘a”y(ij’lr‘)s‘s'e"' CSF=T Alive 12,0
REG7L| M [49|  AA 3 | Midorain | _ Yes 583 Basal cistern Yes | H3F3A, TP53, PDGFRA | H3F3A, TP53, PDGFRA Totally CsF=T Alive 137
consistent(3/3)
HISTLH3B, TP53, HISTLH3B, TP53, Totally _
REGES| F 46| GBM 4 mP _ Yes 2158 Basal cistern Yes e e consient(3/3) CSF=T Dead 17
RO887| F [87| SE 1 mP _ No 455 Basal cisten Yes H3F3A Negative Inconsistent CsF<T Alive 18.0
RE9Gs| F [ 12| cBM 4 PO N No 211 Basal cistern Yes | M3F3A MET,PPMID | H3F3A, MET,PPM1D Totally CSF=T Dead 22
consistent(3/3)
reorol £ |40 A B o B o 255 Cerebellomedullary | - IDHL, TP53, ATRX, IDHL, TP53, ATRX, Totally p— Dead a1z
cistern FAT1 consistent(4/4)
RD569| M 12| GBM 4 | Pontine | Yes Yes 4152 Sp'“'z‘;‘:’:“""md Yes H3F3A, PTEN,TP53 | H3F3A, PTEN, TP53 Tc"‘a”y(ggs‘s'e"' CSF=T Dead 17
REW47| M [12| GBM 4 | Pontine | Yes No 3509 | Corebellomedullary |y H3F3A, TP53 H3F3A, TPS3 Totally CSF=T Alive 16.0
cistern consistent(2/2)
Cerebellomedullary HISTIH3B, ACVRL, | HISTLH3B, ACVRL, Totally _
RE150| M [5.8| GBM 4 | Pontine | ves Yes 12.75 P Yes pviitn oy consient(3/3) CSF=T Dead 9.0
RE963| M [ 7 | GBM 4 | pontine | Yes Yes 2439 | Corebellomedullary |y H3F3A, TP53, PTEN | H3F3A, TP53, PTEN Totally CSF=T Dead 85
cistern consistent(3/3)
RF178| F | 10| GBM 4 | pontine | Yes Yes 13.87 Ce'ehi'l‘:(':r‘:‘“””a’y Yes H3F3A, TP53 H3F3A, TP53 m""a,"‘x . CSF=T Alive 15.0
RD993| F | 6 | DMG 4 | Pontine | Yes No 45,97 | Cerevellomedulary |y o H3F3A, TP53 H3F3A, TPS3, PDGFRA. | ¢ondistent(212) CSFT Dead 20
cistern BRAF, FATL
RE664| F [ 5| GBM 4 | Pontine | Yes Yes 1247 | Cerebellomedullary |y oo H3F3A,TP53 H3F3A, TP53 Totally CSF=T Dead 13.2
cistern consistent(2/2)
Cerebellomedullary HISTIHB, NF1,
RFO07| M | 44| GBM 4 | Pontine | No Yes 111 P Yes PIK3CA, PPM1D BIK3OA. PPMID Consistent (2/2) | CSF>T Dead 207
T EoER
PMS2, SETD2, ATRX,
Cerebellomedullary FGFRLPDGFRA, | H3F3ATP53, EGFR,
RFO10| F | 6 | GBM 4 | Pontine | Yes Yes 26.83 P Yes ARt B, 2 SETOR Consistent (4/13) | CSF<T Dead 30
FGFR3, MLHL, MSHS,
RF181| M | 6 | DMG 4 Pontine | Yes No 14.89 Cembi'i‘:[':;d””aw Yes H3F3A, TP53, PTEN H3F3A, TP53 Consistent (2/3) CSF<T Dead 7.0
RE9G4| M [ 25| GBM 4 | Pontine | ves Yes 13.38 Basal cistern Yes H3F3A,TP53 H3F3A, EGFR Consistent (1/2) | CSF<T Dead 145
Spinal subarachnoid HISTIN3B, ACVRL, | HISTIH3B, ACVRL, | Totally consistent -
RO757| F [ 7| A0 3 | Pontine | ves Yes 36.38 P Yes ot oo oty BooR o CSF=T Dead 50
RD762| M | 8 AA 3 | Pontine | Yes Yes 4519 | Cerebellomedulary | yoo |y iaeaa ppmitD, pikaca|  MFSA PPMID. Totally CSF=T Alive 9.0
cistern PIK3CA consistent(3/3)
RDOO7| F [18[  AA 3 | Ponine | No No 3gg | Cerebellomedullary |y g H3F3A H3F3A Totally CSF=T Alive 240
cistern consistent(1/1)
Cerebellomedullary T HGF3A TP53(p. Ag248G Totally _
REO02| F [ 6| AA 3 | Pontine | ves No 74.35 P Yes TP53(p.AIg248Gin, b Arg1bbLan consistent(z/2) CSF=T Dead 55
RE66O| M [15|  AA 3 | Pontine | Yes No ss565 | Corebellomedullary |y H3F3A, TP53 H3F3A, TPS3 Totally CSF=T Dead 163
cistern nsistent(2/2)
RE966| F [55| AOA 3 | Pontine | Yes Yes a079 | Cerebellomedullary |y oo H3F3A H3F3A Totally CSF=T Dead 97
cistern consistent(1/1)
RFOOB| M | 8 |  AoA 3 | Pontine | Yes Yes 1705 | Corebellomedullary | yog | araa TRSS, POGFRA | HIF3A, TPS3, PDGFRA Totally CSF=T Dead 22
cistern consistent(3/3)
RF177| F |50|  AA 3 | Pontine [ No Yes 867 Cerebellomedullary | yos | {gr3a, FGFRI, BCOR | HIF3A, FGFRI, BCOR Totally CsF=T Alive 150
cistern consistent(3/3)
RE662| M | 23 AA 3 Pontine | Yes Yes 18.38 Cerehellomedullary | H3F3A, TPS3, ATRX, H3F3A, ARTX Consistent(2/4) CSF<T Dead 8.9
cistern PIK3CA
FI3F3A, TP53(p A9 260
rF182| F | 7 AA 3 | Pontine | Yes Yes 26.83 Basal cistern ves | HOFOATPS3(AIG280 | "oy B 8 io73Cys), | Consistent (3/3) CSFT Dead 20
Gly), PIK3CA Drgers
RE151| M |34 A 2 | Pontine | Yes No 212 Cerebellomedullary | -y IDH1,TP53 IDH1,TP53 Totally CsF=T Alive 120.4
cistern consistent(2/2)
rO748| M | 11 o 2 | Pontine | Yes Yes 5201 | SPinalsubarachnoid| .o HISTLHSB, ACVR1, HISTIH3B, ACVRL Consistent(2/3) CSF<T Alive 200
space PIK3CA
RFO09| M | 56| AOA 3 ™ _ No 11.01 Lateral ventricle Yes | H3F3A, TP53, PDGFRA | H3F3A, TP53, PDGFRA Totally CcsF=T Dead 100
consistent(3/3)

joma; AE, anaplastic ependymoma; SE, subependymoma; MB-LC/A, Large MB-C, classic MB-D; D I nodular M, thalamus and midbrain; MP, midbrain and pontine; PO, pontine and medullary oblongata.




	Table S2

