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Figure S1. A) The relative abundance of probiotic Lp082. B) The correlation between the
abundance and SNP number of Lp082. C) The heatmap showing the presence or absence of SNPs
detected in all samples. The samples in each group are shown in columns, while the detected SNPs
with gene annotation are displayed in the rows.



Table S1. The impacts of different prebiotics on the growth of Lp082

The impacts of different prebiotics on the growth of Lp082

Oh 2h 4h 6h 8h 10h 12h 14h

0.05 0.15 0.43 1.37 1.76 1.88 1.95 1.97

Galactooligosaccharide (GOS) 0.06 0.16 0.42 1.37 1.76 1.88 1.97 1.97
006 015 043 136 176 189 197 196

GOS Average OD600 006 016 043 137 176 18 197 197
0.06 018 057 108 122 159 168 1.67

Xylooligosaccharide (XOS) 0.07 019 0.6 1.09 123 158 166 1.68
0.07 018 058 107 124 160 164 167

XOS Average OD600 0.07 018 057 108 123 159 166 1.67
0.08 009 027 059 116 149 164 171

Fructo-oligosaccharide (FOS) 007 010 028 060 115 148 164 1.70
0.07 009 027 058 114 148 164 169

FOS Average OD600 007 009 027 059 115 148 164 170
008 019 052 075 089 093 099 104

Stachyose 0.07 018 054 075 090 094 100 104

008 019 053 076 089 094 099 104

Stachyose Average OD600 007 019 053 075 089 094 099 104
0.07 0.18 0.56 0.82 111 1.15 1.16 1.16

Inulin 0.07 0.19 0.56 0.83 111 1.16 1.16 1.16

0.06 0.19 0.55 0.82 111 1.16 1.16 1.16

Inulin Average OD600 0.07 0.19 0.56 0.82 111 1.16 1.16 1.16




