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Laboratory animals

No statistical methods were used to predetermine sample sizes, but sample sizes used in this study are comparable to those reported in
previous publications using similar experimental design (see References 5, 18, 49, 61).

Pre-established exclusion criteria were used in this study.

Areas showing deterioration of the imaging quality throughout the chronic imaging preventing new oligodendrocyte cell body identification
(in all the data sets) or single internode resolution (in the data sets used in Figures 2-4) were excluded from the analysis.

We performed independently longitudinal intravital experiments across 3 or more independent experimental data sets. All attempts of
replication allowed data collection. The correlative longitudinal intravital imaging to correlative volume electron microscopy (CLEM) was
attempted three times. However, due to complex technical limitations of this experiment, only one CLEM experiment provided sufficient
quality required to assess myelin sheaths ultrastructure within the entire correlated volume.

Allocation of mice to experimental groups was random. However, due to the longitudinal nature of the imaging (data set correlated in time)
and the binary type of experiment (obvious phenotype: ablated vs non ablated) no randomization was performed.

Due to the longitudinal nature of the imaging (data set correlated in time) and the binary type of experiment (obvious phenotype: ablated vs
non ablated) no blinding was performed.

HEK293T obtained from ATCC https://www.lgcstandards-atcc.org/products/all/crl-3216.aspx?geo_country=de

None of the cell lines used were authenticated.

We confirm that all cell lines were tested negative for mycoplasma contamination.

N/A

The following transgenic animals were used: Plp:GFP , Cx3cr1GFP/+ knock-in mice (ref 43), as well as Thy1:GFPM transgenic mice (ref
46) bred in our animal facilities on a C57BL/6 background. Both female and male animals from 3 to 6 months of age were included in




