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Supplementary Data 3

a. Transcriptional Regulatory Network of c-di-GMP
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b. Transcriptional Regulatory Network of Flagell a-Mediated Motility
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c. Transcriptional Regulatory Network of Surface Attachment
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d. Transcriptional Regulatory Network of Siderophore
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f. Transcriptional Regulatory Network of ROSe. Transcriptional Regulatory Network of Phytotoxin 
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