
Figure S5. Sequence alignment and HHpred analysis of the Tal proteins from 5093 and 987 representative 
phages. A- Sequence alignment of the Tal proteins. The conserved amino acids are in red and the partially 
conserved in blue. Otherwise in black. B- The horizontal bars are proportional to the proteins lengthes, and the 
labels within the bars correspond to the PDB identification of the structurally closest protein.


