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Gene	 Descrip+on	
LRRC59 leucine rich repeat	containing 59 [Source:HGNC Symbol;Acc:28817]
ERBB2IP erbb2 interac+ng protein [Source:HGNC Symbol;Acc:15842]
NLRP3 NLR	family, pyrin domain containing 3 [Source:HGNC Symbol;Acc:16400]
IL1A interleukin 1, alpha	[Source:HGNC Symbol;Acc:5991]
RIPK2 receptor-interac+ng serine-threonine kinase 2 [Source:HGNC Symbol;Acc:10020]
TLR4 toll-like receptor 4 [Source:HGNC Symbol;Acc:11850]
CASP5	 caspase 5, apoptosis-related cysteine pep+dase [Source:HGNC	Symbol;Acc:1506]

GO	id Descrip+on	 q-value
GO:0032732	 posi+ve regula+on of interleukin-1 produc+on 0.029611704	
GO:0007249	 I-kappaB kinase/NF-kappaB cascade 0.029611704	
GO:0051092	 posi+ve regula+on of NF-kappaB transcrip+on factor ac+vity 0.029611704	
GO:0032728	 posi+ve regula+on of interferon-beta	produc+on 0.029611704	
GO:0032727	 posi+ve regula+on of interferon-alpha	produc+on 0.029611704	
GO:0006954	 inflammatory response 0.043868137	
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