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HALLMARK_INTERFERON_ALPHA_RESPONSE  2.14 Positive 0 0
HALLMARK_INTERFERON_GAMMA_RESPONSE 1.95 Positive 0 0
MACROPHAGES_M1 1.76 Positive 0.00175 0.00638
MACROPHAGES_M2 1.44 Positive 0.0339 0.21
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