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Supplementary Figure S1. smFISH probe for amyB. In 1,497 b of amyB sequence, 47 

regions (indicated as Probe #) of 18-22 nt were selected for the smFISH probe, each 

attached with FAM fluorescence molecule. 
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Supplementary Figure S2. smFISH probe for actA. In 1,128 b of actA sequence, 45 

regions (indicated as Probe #) of 18-22 nt were selected for the smFISH probe, each 

attached with CAL Fluor Red 610 fluorescence molecule. 
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Supplementary Figure S3. smFISH procedures were performed without the amyB 

probe in cultures of CD before shifting (A) and after shifting to CDmal, at 30 min (B), 60 

min (C) and 90 min (D). Note that almost no fluorescent signals associated with amyB 

were observed (each right panel). Scale bars, 20 μm. 
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Supplementary Figure S4. Localization of amyB and actA mRNAs in an A. oryzae 

hypha cultured in complete medium containing maltose. (A) smFISH was performed 

with amyB and actA probes added to an overnight culture in MPY. The white arrowhead 

indicates the nucleus located closed to the apex. (B) Line scan analyses of DAPI, 

amyB and actA mRNAs fluorescent signals were conducted through the hypha of (A). 

The white arrowhead indicates the nucleus located closed to the apex. Note that the 

fluorescent signals of amyB mRNAs are not seen in the apical region, whereas those of 

actA mRNAs appeared more intense in the apical region. Scale bar, 10 μm. 


