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A Trainning dataset (TCGA-SKCM) n=378

1.00

Survival probability
o ©
o ~
o (6]

o
N
a

0.00

High risk

Low risk

B

1.00
>
£0.75
o
©
Qo
[
2050
©
2
£
@
p < 0.0001 0.3
0.00
0o 1 2 3 4 5 6 7 8 9 10
Time(years)
148 116 73 47 35 25 19 15 12 12 7 |Highrisk
230 194 177 152 130 107 92 80 72 60 56 |Low risk

C \Validation dataset (TCGA-UVM)

Validation dataset (GSE65904) n=186

' n=110
0 1 2 3 4 5 6 7 8 9 10
Time(years)
110 75 39 29 15 14 11 11 8 7 5
76 60 43 35 21 16 15 10 7 5 4

0 1 2 3 4 5 6 7 8 9

n=75

1.004

Survival probability
o o
o ~
°© @

o
N
o

n=8

p=0.117 !

b= Highrisk == Low risk

0.004
0 1 2 3 4 5 6 7 8
Time(years)
High risk| 67 56 39 21 5 2 1 0 0 F| g 2
Lowrisk | g 8 6 5 1 1 1 1 0




A Trainning dataset (TCGA-SKCM) n=378
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A TCGA-SKCM (BRAF-mutated) n=156 B  TCGA-SKCM (BRAF-wild-type) n=222
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