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Figure S10  Gene structure of CLE candidates containing alternative splicing in A. thaliana and Z. may

From the left to the right: gene ID, gene structure, gene description and motif sequences of CLE

candidates. containing alternative splicing in A. thaliana and Z. may. Gene structure was depicted using

ggplot2-3.2.0. Orange box, CDs; navy blue box, UTR; red box, CLE motif; black line, intron; n.a.,

information not available.
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