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Figure S8 Statistical analysis of protein length, SignalP score, motif position and CLE

motif score of CLE candidatesin 69 species
From the left to the right, the histograms showed the median of protein length, mean of

SignalP score, mean of motif position and mean of CLE motif score of CLE candidates in 69

species. Background colors represent the taxonomy of species: light green, dicots; light

yellow, monocots; purple, other species.
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