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Control group enriched genera
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F. nucleatum group enriched genera

I cell growth and death
| Transport and catabolism

] Folding, sorting and degradation

| Replication and repair

Amino acid metabolism

Biosynthesis of other secondary metabolites

Carbohydrate metabolism
| Energy metabolism

Glycan biosynthesis and metabolism

Lipid metabolism

Metabolism of other amino acids

Metabolism of terpenoids and polyketides

| Environmental adaptation
Level 2 of KEGG Pathways

Relative abundance of KEGG pathways
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ccaceae

Cellular Processes

Genetic Information Processing

Metabolism

| Organismal Systems

Level 1 of KEGG Pathways

Coefficient of correlation
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