
Roseburia

norank_o__Gastranaerophilales

Alistipes

Prevotellaceae_UCG-001

Ruminococcaceae_UCG-009

Ruminococcaceae_UCG-004

Turicibacter

Ruminiclostridium_6

Desulfovibrio

Faecalibaculum

Clostridium_sensu_stricto_1

Akkermansia

Enterorhabdus

unclassified_f__Ruminococcaceae

Control group enriched genera F. nucleatum group enriched genera

Plant−pathogen interaction

Nitrotoluene degradation

Naphthalene degradation

Drug metabolism − other enzymes

Zeatin biosynthesis

Nonribosomal peptide structures

Biosynthesis of siderophore group nonribosomal peptides

Biosynthesis of ansamycins

Cyanoamino acid metabolism

Steroid hormone biosynthesis

Sphingolipid metabolism

Other glycan degradation

Glycosphingolipid biosynthesis − globo and isoglobo series

Glycosphingolipid biosynthesis − ganglio series

Oxidative phosphorylation

Galactose metabolism

Streptomycin biosynthesis

Phenylpropanoid biosynthesis

Phenylalanine metabolism
Mismatch repair
Homologous recombination

Sulfur relay system

Lysosome

Apoptosis Cell growth and death

Transport and catabolism

Folding, sorting and degradation

Replication and repair

Amino acid metabolism

Biosynthesis of other secondary metabolites

Carbohydrate metabolism

Energy metabolism

Glycan biosynthesis and metabolism

Lipid metabolism

Metabolism of other amino acids

Metabolism of terpenoids and polyketides

Xenobiotics biodegradation and metabolism

Environmental adaptation

Cellular Processes

Genetic Information Processing

Metabolism

Organismal Systems
Level 3 of  KEGG Pathways Level 2 of  KEGG Pathways Level 1 of  KEGG Pathways

F. 
nu

cle
atu

m 

Con
tro

l

Coefficient of correlation

0        -1        1        0        0.004        0.012        0.008        0.016        

Relative abundance of KEGG pathways

*
*

*

***
**
*

*
***
**

*
***
***
**
**
*

***
***
**
*

*
***
*
**

*

*

*

*

*

*
**
**
**

**

**
*
*
**

**

***
**

**
***
**

*
**
***
**
**
*

***
***
**
*

*
**
*

***

**
*

**

*

*

**
*

**
*

*
**

*

**
**
**
*

*

**

***
**

*

*
***
*
*

**

**
*

*

***
**
*
*

*
**
***
***

*

***

**

*
*

***
***

**

***

***

*
*

*
*

**
*
*
*

*

**
**

*

**

*

*

*

*

*

*

*
*
**

*
**

*
*
*
**

*

**

**

*

*

*
*
*
*

*

*
*
*

*

*

*

*
**
**
*

*

*

*

*

*

*

Akk
erm

an
sia

Alis
tip

es

Clos
trid

ium
_s

en
su

_s
tric

to_
1

Fa
ec

ali
ba

cu
lum

Prev
ote
lla
ce
ae
_U
CG
−0
01

Rike
ne

lla
ce

ae
_R

C9_
gu

t_g
rou

p

Tu
ric

iba
cte

r

un
cla

ss
ifie

d_
f__

Rum
ino

co
cc

ac
ea

e

Buty
ric

ico
cc

us

Can
did

atu
s_

Sole
afe

rre
a

Cata
ba

cte
r

Des
ulf

ov
ibr

io

Ente
ror

ha
bd

us

Eub
ac

ter
ium

_b
rac

hy
_g

rou
p

no
ran

k_
f__

Flav
ob

ac
ter

iac
ea

e

no
ran

k_
o_

_G
as

tra
na

ero
ph

ila
les

Ros
eb

uri
a

Rum
ini

clo
str

idi
um

_6

Ru
mi
no
co
cc
ac
ea
e_
UC
G−
00
4

Ru
mi
no
co
cc
ac
ea
e_
UC
G−
00
9

Stre
pto

co
cc

us

un
cla

ss
ifie

d_
f__

Fa
mily

_X
III

Rikenellaceae_RC9_gut_group

a

b


