Supplemental table 1. Ethanol-induced dysregulated genes

GeneSymbol Gene description P-value FDR Fold Change Regulation
ZKSCAN?2 zinc finger with KRAB and SCAN domains 2 0.01 0.25 2.22 up
MAFA MAF bZIP transcription factor A 0.04 0.29 2.20 up
ADAM?21 ADAM metallopeptidase domain 21 0.01 0.25 2.02 up
TBX1 T-box 1 0.03 0.28 241 up
SASS6 SAS-6 centriolar assembly protein 0.01 0.25 2.01 up
DDN dendrin 0.05 0.31 2.58 up
PDGFC platelet derived growth factor C 0.05 0.31 2.01 up
potassium voltage-gated channel subfamily C
KCNC1 member 1 0.02 0.26 2.35 up
WNT7A Whnt family member 7A 0.03 0.29 2.15 up
leucine rich repeat containing 8 VRAC subunit
LRRC8B B 0.02 0.26 2.07 up
MARCH11 membrane associated ring-CH-type finger 11 0.01 0.25 2.47 up
Cllorf87 chromosome 11 open reading frame 87 0.01 0.25 2.38 up
MEF2C myocyte enhancer factor 2C 0.01 0.25 2.81 up
TLEL transducin like enhancer of split 1 0.00 0.25 2.44 up
ZNF350 zinc finger protein 350 0.05 0.31 2.57 up
HSD11B2 hydroxysteroid 11-beta dehydrogenase 2 0.00 0.24 2.05 up
TMEM196 transmembrane protein 196 0.01 0.25 2.40 up
TUSC1 tumor suppressor candidate 1 0.02 0.26 3.28 up
KIRREL3 kirre like nephrin family adhesion molecule 3 0.05 0.31 2.07 up
NFS1 NFS1, cysteine desulfurase 0.04 0.30 2.23 up
ANKRD33B ankyrin repeat domain 33B 0.03 0.27 2.50 up
SHPRH SNF2 histone linker PHD RING helicase 0.01 0.25 2.33 up
RGPD1 RANBP2-like and GRIP domain containing 1 0.01 0.25 2.15 up
ZNF770 zinc finger protein 770 0.02 0.26 2.00 up
SLC3Al solute carrier family 3 member 1 0.00 0.24 2.34 up
TRMT9B tRNA methyltransferase 9B (putative) 0.04 0.30 2.50 up
PROCAL1 protein interacting with cyclin Al 0.04 0.29 2.04 up
MAS1 proto-oncogene, G protein-coupled
MAS1 receptor 0.01 0.25 2.23 up
AKAIN1 A-kinase anchor inhibitor 1 0.02 0.26 2.47 up
PER2 period circadian regulator 2 0.02 0.26 2.03 up
gamma-aminobutyric acid type A receptor
GABRG3 gamma3 subunit 0.05 0.31 2.72 up
CATG00000074973.1 0.04 0.30 2.02 up
calcium binding tyrosine phosphorylation
CABYR regulated 0.05 0.31 2.01 up
CATG00000096491.1 0.03 0.28 2.02 up
EFR3B EFR3 homolog B 0.00 0.24 2.08 up
SSH2 slingshot protein phosphatase 2 0.02 0.26 2.17 up
EP400 E1A binding protein p400 0.02 0.26 2.02 up
SRD5A1 steroid 5 alpha-reductase 1 0.01 0.25 2.42 up
ALX3 ALX homeobox 3 0.00 0.24 2.02 up
golgi associated, gamma adaptin ear containing,
GGA3 ARF binding protein 3 0.04 0.29 2.29 up
ZBTB18 zinc finger and BTB domain containing 18 0.02 0.26 241 up
STRN3 striatin 3 0.00 0.25 2.11 up
CHD5 chromodomain helicase DNA binding protein 5 0.04 0.29 2.57 up
CHIC1 cysteine rich hydrophobic domain 1 0.00 0.24 2.40 up
SS18L1, nBAF chromatin remodeling complex
SS18L1 subunit 0.00 0.24 2.05 up
ribosomal modification protein rimK like family
RIMKLA member A 0.01 0.25 2.03 up
EPHATY EPH receptor A7 0.02 0.26 2.53 up
IST1 IST1, ESCRT-III associated factor 0.00 0.25 2.20 up
FAT4 FAT atypical cadherin 4 0.02 0.26 2.44 up
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