
Figure. S1 Characterization of the C. rodentium mutant library in vitro and after infection in SPF
and GF mice (related to Figure 1). (A) Genome-wide distribution and frequency of mutations in the
library. Individual Tn densities per gene (dots) are shown. Red line, 3,000 gene moving average. (B)
Correlation plot of relative Tn abundance per gene from two individual library replicates grown in vitro.
R2, coefficient of determination. (C) Total pathogen loads in feces of GF and SPF mice orally inoculated
with the mutant library (input). (D) Percentage of mutated (Tn-inserted) genes detected by Illumina
sequencing before (input) and two days after inoculation (outputs) in GF and SPF mice. Input=100%. (E-
F) Volcano plots showing relative mutant abundances (Tn density ratios) and p-values (P) for individual
genes two days post-infection in GF (E) and SPF mice (F) compared to the input. Data are means ± SD
(C-D). **, p, 0.01 by Mann-Whitney U test (C).
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Figure S2. Increased pathogen colonization is not due to a buffering effect in the stomach or lower
carbohydrate content in the 50% protein diet (related to Figure 4). (A) Mice were weaned on regular
chow and then exposed to 14% or 50% protein diet for two days before oral inoculation with C.
rodentium. Mice were euthanized 1 h after infection and pathogen loads were determined both in the tissue
and luminal contents of stomach and small intestine. (B) C. rodentium loads in stomach and small
intestine in mice treated as in (A). (C) Mice were weaned on 14% protein diet and then exposed to
carbohydrate-normalized 14% or 50% protein diets one day before and after inoculation with 105 cfu of C.
rodentium. (D) Pathogen loads in feces of mice treated as in (C). Representative results of two
independent experiments with n= 4-5 per group are shown (B and D). Each symbol represents one mouse
(B). *, p<0.05; **, p<0.01; ns, not significant by Mann-Whitney U test.
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Figure S3. Analyses of fecal microbiota after short-term treatment with protein diets (related to
Figure 4). (A-G) SPF mice were weaned and maintained for 3 weeks on regular chow (A-C) or 14 %
protein diet (D-G), and then treated for one day with the indicated diets (A and D). Composition of the
fecal microbiota was determined by 16S rDNA sequencing one day before and after treatment. (B and F)
Yue/Clayton (ThetaYC) measurements of β-diversity dissimilarity of fecal microbiota from mice treated
as in (A) and (D), respectively. (C and G) Relative abundance of dominant bacterial families in fecal
microbiota of mice treated as in (A) and (D), respectively. (E) Pathogen loads in feces of mice treated as
in (D) and inoculated with 105 cfu of C. rodentium. Representative results of two independent experiments
with n= 4 (B) or n= 9-10 (F) per group are shown. Error bars indicate min to max (B and F) or SD (E)
values. Each bar represents an individual mouse (C and G). *, p<0.05; **, p<0.01; ***, 0.001; ns, not
significant by Kruskal-Wallis test (B and F) or unpaired two-tailed T- test (E).

A

D

0

0.2

0.4

0.6

0.8

1

Ab
un

da
nc

e

other
Firmicutes
Anaeroplasmataceae
Erysipelotrichaceae
Clostridiales
Desulfovibrionaceae
Lactobacillaceae
Verrucomicrobiaceae
Bacteroidaceae
unclassified
Bacteroidales
Rikenellaceae
Prevotellaceae
Ruminococcaceae
Lachnospiraceae
Porphyromonadaceae

14%
(-1d)

50%
(-1d)

50%
(d0)

14%
(d0)

B C

G

-1d

14% or 50%
protein

d0

Reg chow

16S 
analysis

-3w

-1d

14% or 50%
protein

d0

14% 
protein

16S 
analysis-3w

Lo
g 1

0
(C

FU
/g

fe
c e

s )

0 2 4 6 8 10 12 14 16 18 20 22 24
3

5

7

9

11
50% protein14% protein

Day

F

14%
(-1d)

50%
(-1d)

50%
(d0)

14%
(d0)

0

0.2

0.4

0.6

0.8

1

other
unclassified
Desulfovibrionaceae
unclassified
Verrucomicrobiaceae
Bacteroidales
Rikenellaceae
Bifidobacteriaceae
Prevotellaceae
Ruminococcaceae
Bacteroidaceae
Lactobacillaceae
Clostridiaceae
Erysipelotrichaceae
Lachnospiraceae
Porphyromonadaceae

Ab
un

da
nc

eE

14   50    50   14   50   50   14   50

ns

ns

Bef. vs aft
-1d vs d0

Bef. treat.
(-1d)

0.0

0.2

0.4

0.6

0.8

1.0

Th
et

aY
C

14   50    14   14   50   14   14   50

Aft. treat.
(d0)

Groups:

*/***

0.0

0.2

0.4

0.6

0.8

1.0

Th
et

aY
C

14   50    14   14   50   14   14   50
14   50    50   14   50   50   14   50

Bef. treat.
(-1d)

Aft. treat.
(d0)

Bef. vs aft
-1d vs d0

Groups:

ns

**

***
***************

***

**



Figure. S4. Short exposure to high protein diet increases AA levels primally in the small intestine
(related to Figure 4). (A-C) Heat-map showing luminal AA concentrations in the small intestine cecum
and colon of SPF mice fed with 14% or 50% protein diet for two days. Amino acid levels were
determined by CE-TOFMS. Representative results of two independent experiments with n= 5 per group
are shown. Each column represents one mouse. *, p<0.05; **, p<0.01; ***, p<0.001; ns, not significant by
unpaired two-tailed T- test comparing 14% vs 50% treatments. Scales are shown below each panel.
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Name Sequence 5’-3’ Use Reference 

BioSamA Bio-TEG-CAAGCAGAAGACGGCATACGAAGACC 

Tn-Seq library 
preparation 

Goodman 
et al., 2011 

M12_top CTGTCCGTTCCGACTACCCTCCCGAC 
M12_bot GTCGGGAGGGTAGTCGGAACGGACAG 

LIB_PCR_5 CAAGCAGAAGACGGCATACGAAGACCGGGGACTTATC
ATCCAACCTGT 

LIB_PCR_3 AATGATACGGCGACCACCGAACACTCTTTCCCTACACG
ACGCTCTTCCGATCT 

LIB_AdaptT_DD TTCCCTACACGACGCTCTTCCGATCTAACCNN 
Input 

barcodings 
Goodman 
et al., 2011 

LIB_AdaptB_DD GGTTAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_EE TTCCCTACACGACGCTCTTCCGATCTTTGGNN 
LIB_AdaptT_EE CCAAAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_O TTCCCTACACGACGCTCTTCCGATCTGCTANN 

SPF  
barcodings 

Goodman 
et al., 2011 

LIB_AdaptB_O TAGCAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_P TTCCCTACACGACGCTCTTCCGATCTGGAANN 
LIB_AdaptB_P TTCCAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_Q TTCCCTACACGACGCTCTTCCGATCTGGGGNN 
LIB_AdaptB_Q CCCCAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_R TTCCCTACACGACGCTCTTCCGATCTGTACNN 
LIB_AdaptB_R GTACAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_A TTCCCTACACGACGCTCTTCCGATCTTTTTNN 

SPF  
barcodings 

Goodman 
et al., 2011 

LIB_AdaptB_A AAAAAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_B TTCCCTACACGACGCTCTTCCGATCTACCANN 
LIB_AdaptB_B TGGTAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_C TTCCCTACACGACGCTCTTCCGATCTACGTNN 
LIB_AdaptB_C ACGTAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_D TTCCCTACACGACGCTCTTCCGATCTAGGANN 
LIB_AdaptB_D TCCTAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_V TTCCCTACACGACGCTCTTCCGATCTTCAGNN 
LIB_AdaptB_V CTGAAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_W TTCCCTACACGACGCTCTTCCGATCTTCGANN 
LIB_AdaptB_W TCGAAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_Y TTCCCTACACGACGCTCTTCCGATCTTTAANN 
LIB_AdaptB_Y TTAAAGATCGGAAGAGCGTCGTGTAGGGAA 
LIB_AdaptT_Z TTCCCTACACGACGCTCTTCCGATCTAAAANN 
LIB_AdaptB_Z TTTTAGATCGGAAGAGCGTCGTGTAGGGAA 

D-Arg-Fw GTCTACCAAGCAGGGTTTTATTTTATGACGACGATTCTCA
AGCATCTTCATATGAATATCCTCCTTAG Deletion of 

argG This paper 
D-Arg-Rv CGCCATCAGGCTTCGCTTGTATCGTTACTTCGCTTTGTTTT

CCAGATTTGTAGGCTGGAGCTGCTTCG 

D-ThrC-Fw GGCGCACGAGTACTGGGATAATTAATGAAACTCTACAATC
TTAAAGATCATATGAATATCCTCCTTAG Deletion of 

thrC This paper 
D-ThrC-Rv CAGCGCCATCAGGCAGTCAGGCGCTTATCTCCGGCTCAT

CATCAACTTTGTAGGCTGGAGCTGCTTCG 

Table S2. Primers used in this study (related to Figures 1 to 3)


		Name

		Sequence 5’-3’

		Use

		Reference



		BioSamA

		Bio-TEG-CAAGCAGAAGACGGCATACGAAGACC

		Tn-Seq library preparation

		Goodman et al., 2011



		M12_top

		CTGTCCGTTCCGACTACCCTCCCGAC

		

		



		M12_bot

		GTCGGGAGGGTAGTCGGAACGGACAG

		

		



		LIB_PCR_5

		CAAGCAGAAGACGGCATACGAAGACCGGGGACTTATCATCCAACCTGT

		

		



		LIB_PCR_3

		AATGATACGGCGACCACCGAACACTCTTTCCCTACACGACGCTCTTCCGATCT

		

		



		LIB_AdaptT_DD

		TTCCCTACACGACGCTCTTCCGATCTAACCNN

		Input barcodings

		Goodman et al., 2011



		LIB_AdaptB_DD

		GGTTAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_EE

		TTCCCTACACGACGCTCTTCCGATCTTTGGNN

		

		



		LIB_AdaptT_EE

		CCAAAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_O

		TTCCCTACACGACGCTCTTCCGATCTGCTANN

		SPF 

barcodings

		Goodman et al., 2011



		LIB_AdaptB_O

		TAGCAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_P

		TTCCCTACACGACGCTCTTCCGATCTGGAANN

		

		



		LIB_AdaptB_P

		TTCCAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_Q

		TTCCCTACACGACGCTCTTCCGATCTGGGGNN

		

		



		LIB_AdaptB_Q

		CCCCAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_R

		TTCCCTACACGACGCTCTTCCGATCTGTACNN

		

		



		LIB_AdaptB_R

		GTACAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_A

		TTCCCTACACGACGCTCTTCCGATCTTTTTNN

		SPF 

barcodings

		Goodman et al., 2011



		LIB_AdaptB_A

		AAAAAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_B

		TTCCCTACACGACGCTCTTCCGATCTACCANN

		

		



		LIB_AdaptB_B

		TGGTAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_C

		TTCCCTACACGACGCTCTTCCGATCTACGTNN

		

		



		LIB_AdaptB_C

		ACGTAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_D

		TTCCCTACACGACGCTCTTCCGATCTAGGANN

		

		



		LIB_AdaptB_D

		TCCTAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_V

		TTCCCTACACGACGCTCTTCCGATCTTCAGNN

		

		



		LIB_AdaptB_V

		CTGAAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_W

		TTCCCTACACGACGCTCTTCCGATCTTCGANN

		

		



		LIB_AdaptB_W

		TCGAAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_Y

		TTCCCTACACGACGCTCTTCCGATCTTTAANN

		

		



		LIB_AdaptB_Y

		TTAAAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		LIB_AdaptT_Z

		TTCCCTACACGACGCTCTTCCGATCTAAAANN

		

		



		LIB_AdaptB_Z

		TTTTAGATCGGAAGAGCGTCGTGTAGGGAA

		

		



		D-Arg-Fw

		GTCTACCAAGCAGGGTTTTATTTTATGACGACGATTCTCAAGCATCTTCATATGAATATCCTCCTTAG

		Deletion of argG

		This paper



		D-Arg-Rv

		CGCCATCAGGCTTCGCTTGTATCGTTACTTCGCTTTGTTTTCCAGATTTGTAGGCTGGAGCTGCTTCG

		

		



		D-ThrC-Fw

		GGCGCACGAGTACTGGGATAATTAATGAAACTCTACAATCTTAAAGATCATATGAATATCCTCCTTAG

		Deletion of thrC

		This paper



		D-ThrC-Rv

		CAGCGCCATCAGGCAGTCAGGCGCTTATCTCCGGCTCATCATCAACTTTGTAGGCTGGAGCTGCTTCG

		

		









Bold, unique barcodes; Italicized, homologous sequences to target gene.

 

D-HisI-Fw AATGCAGGGCGTGGAGATCAGGATATGTTAACAGAGCAAC
AGCGCCGCCATATGAATATCCTCCTTAG Deletion of 

hisI This paper 
D-HisI-Rv GCCCGGTTTTTTTACGCCCGAAGCTTACTGATGACGTCTAC

GCAGGTTTGTAGGCTGGAGCTGCTTCG 

D-TrpA-Fw TCTGAAAGCGCGAGGGGAAATCTGATGGAACGCTACGAAA
CGCTGTTTCATATGAATATCCTCCTTAG Deletion of 

trpA This paper 
D-TrpA-Rv AGCGTGTCTGGCGGTCTGTGGGCGCTAACGACGGGTGGC

GGCTTTCATTGTAGGCTGGAGCTGCTTCG 

D-IlvA-Fw TAAATCGAAACTGGGAGGCTGATGATGGCCGAATCGCAAC
CTCTGTCACATATGAATATCCTCCTTAG Deletion of 

ilvA This paper 
D-IlvA-Rv GCCTTATCCGGCCTACAGTCGTGATCAGGCGCTTTTCTGA

AAGTCCTGTGTAGGCTGGAGCTGCTTCG 
qArgG-Fw GAATACGGTATCGGATAATC qRT-PCR  

of argG This paper qArgG-Rv GGTCAACAAACCAGACC 
qHisA-Fw GGATGTGCGTATTGATGAGAAC qRT-PCR  

of hisA This paper qHisA-Rv  ACCAACTGGAAGATAGGTGGCA 
qIlvA-Fw ACCCGTCTTAATGAACTG qRT-PCR  

of ilvA This paper qIlvA-Rv CGCTTTTCTGAAAGTCCTG 
qTrpC-Fw AGACATTTGCGACAAAGTCAC qRT-PCR  

of trpC This paper qTrpC-Rv ATCCACGAACTGGTAATCACG 
qKan-Fw4 TTCTGGATTCATCGACTGTGG qRT-PCR of 

KanR cassette This paper qKan-Rv4 GATACCGTAAAGCACGAGGAAG 


		D-HisI-Fw

		AATGCAGGGCGTGGAGATCAGGATATGTTAACAGAGCAACAGCGCCGCCATATGAATATCCTCCTTAG

		Deletion of

hisI

		This paper



		D-HisI-Rv

		GCCCGGTTTTTTTACGCCCGAAGCTTACTGATGACGTCTACGCAGGTTTGTAGGCTGGAGCTGCTTCG

		

		



		D-TrpA-Fw

		TCTGAAAGCGCGAGGGGAAATCTGATGGAACGCTACGAAACGCTGTTTCATATGAATATCCTCCTTAG

		Deletion of trpA

		This paper



		D-TrpA-Rv

		AGCGTGTCTGGCGGTCTGTGGGCGCTAACGACGGGTGGCGGCTTTCATTGTAGGCTGGAGCTGCTTCG

		

		



		D-IlvA-Fw

		TAAATCGAAACTGGGAGGCTGATGATGGCCGAATCGCAACCTCTGTCACATATGAATATCCTCCTTAG

		Deletion of ilvA

		This paper



		D-IlvA-Rv

		GCCTTATCCGGCCTACAGTCGTGATCAGGCGCTTTTCTGAAAGTCCTGTGTAGGCTGGAGCTGCTTCG

		

		



		qArgG-Fw

		GAATACGGTATCGGATAATC

		qRT-PCR 

of argG

		This paper



		qArgG-Rv

		GGTCAACAAACCAGACC

		

		



		qHisA-Fw

		GGATGTGCGTATTGATGAGAAC

		qRT-PCR 

of hisA

		This paper



		qHisA-Rv

		 ACCAACTGGAAGATAGGTGGCA

		

		



		qIlvA-Fw

		ACCCGTCTTAATGAACTG

		qRT-PCR 

of ilvA

		This paper



		qIlvA-Rv

		CGCTTTTCTGAAAGTCCTG

		

		



		qTrpC-Fw

		AGACATTTGCGACAAAGTCAC

		qRT-PCR 

of trpC

		This paper



		qTrpC-Rv

		ATCCACGAACTGGTAATCACG

		

		



		qKan-Fw4

		TTCTGGATTCATCGACTGTGG

		qRT-PCR of KanR cassette

		This paper



		qKan-Rv4

		GATACCGTAAAGCACGAGGAAG

		

		









Table S3. Diets used in this study (related to Figure 4)

a Complex carbohydrate-based standard rodent diet. b Simple sugar-based special diets.

Diet Nutrient % by weight % kcal from 

Regular chowa 

(5LOD) 

Protein 23 26.5 

Carbohydrate 48.5 58 

Fat 5 13.5 

14% proteinb 

(TD. 00168) 

Protein  14 15.5 

Carbohydrate  66.5 71.5 

Fat  5.5 13 

50% proteinb 

(TD. 94266) 

Protein 50 53.5 

Carbohydrate 31.5 33.5 

Fat 5.5 13 

14% protein, 32% carbohydrateb 

(TD.190300) 

Protein 14 15.5 

Carbohydrate 31.5 34 

Fat 21 51 

 


		Diet

		Nutrient

		% by weight

		% kcal from



		Regular chowa

(5LOD)

		Protein

		23

		26.5



		

		Carbohydrate

		48.5

		58



		

		Fat

		5

		13.5



		14% proteinb

(TD. 00168)

		Protein



		14

		15.5



		

		Carbohydrate



		66.5

		71.5



		

		Fat



		5.5

		13



		50% proteinb

(TD. 94266)

		Protein

		50

		53.5



		

		Carbohydrate

		31.5

		33.5



		

		Fat

		5.5

		13



		14% protein, 32% carbohydrateb

(TD.190300)

		Protein

		14

		15.5



		

		Carbohydrate

		31.5

		34



		

		Fat

		21

		51








	Slide Number 1
	Slide Number 2
	Slide Number 3
	Slide Number 4
	Slide Number 5
	Slide Number 6
	Slide Number 7


<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (Dot Gain 20%)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (U.S. Web Coated \050SWOP\051 v2)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.6
  /CompressObjects /Tags
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJobTicket false
  /DefaultRenderingIntent /Default
  /DetectBlends true
  /DetectCurves 0.0000
  /ColorConversionStrategy /LeaveColorUnchanged
  /DoThumbnails false
  /EmbedAllFonts true
  /EmbedOpenType false
  /ParseICCProfilesInComments true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 1048576
  /LockDistillerParams false
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveDICMYKValues true
  /PreserveEPSInfo true
  /PreserveFlatness true
  /PreserveHalftoneInfo false
  /PreserveOPIComments true
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts true
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /CropColorImages true
  /ColorImageMinResolution 300
  /ColorImageMinResolutionPolicy /OK
  /DownsampleColorImages false
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 300
  /ColorImageDepth -1
  /ColorImageMinDownsampleDepth 1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages true
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /ColorImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /CropGrayImages true
  /GrayImageMinResolution 300
  /GrayImageMinResolutionPolicy /OK
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 300
  /GrayImageDepth -1
  /GrayImageMinDownsampleDepth 2
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /CropMonoImages true
  /MonoImageMinResolution 1200
  /MonoImageMinResolutionPolicy /OK
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 1200
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /CheckCompliance [
    /None
  ]
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputConditionIdentifier ()
  /PDFXOutputCondition ()
  /PDFXRegistryName ()
  /PDFXTrapped /False

  /CreateJDFFile false
  /Description <<

    /BGR <>
    /CHS <FEFF4f7f75288fd94e9b8bbe5b9a521b5efa7684002000410064006f006200650020005000440046002065876863900275284e8e9ad88d2891cf76845370524d53705237300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c676562535f00521b5efa768400200050004400460020658768633002>
    /CHT <FEFF4f7f752890194e9b8a2d7f6e5efa7acb7684002000410064006f006200650020005000440046002065874ef69069752865bc9ad854c18cea76845370524d5370523786557406300260a853ef4ee54f7f75280020004100630072006f0062006100740020548c002000410064006f00620065002000520065006100640065007200200035002e003000204ee553ca66f49ad87248672c4f86958b555f5df25efa7acb76840020005000440046002065874ef63002>
    /CZE <>
    /DAN <>
    /DEU <>
    /ESP <>
    /ETI <>
    /FRA <>
    /GRE <>

    /HRV (Za stvaranje Adobe PDF dokumenata najpogodnijih za visokokvalitetni ispis prije tiskanja koristite ove postavke.  Stvoreni PDF dokumenti mogu se otvoriti Acrobat i Adobe Reader 5.0 i kasnijim verzijama.)
    /HUN <>
    /ITA <>
    /JPN <FEFF9ad854c18cea306a30d730ea30d730ec30b951fa529b7528002000410064006f0062006500200050004400460020658766f8306e4f5c6210306b4f7f75283057307e305930023053306e8a2d5b9a30674f5c62103055308c305f0020005000440046002030d530a130a430eb306f3001004100630072006f0062006100740020304a30883073002000410064006f00620065002000520065006100640065007200200035002e003000204ee5964d3067958b304f30533068304c3067304d307e305930023053306e8a2d5b9a306b306f30d530a930f330c8306e57cb30818fbc307f304c5fc59808306730593002>
    /KOR <FEFFc7740020c124c815c7440020c0acc6a9d558c5ec0020ace0d488c9c80020c2dcd5d80020c778c1c4c5d00020ac00c7a50020c801d569d55c002000410064006f0062006500200050004400460020bb38c11cb97c0020c791c131d569b2c8b2e4002e0020c774b807ac8c0020c791c131b41c00200050004400460020bb38c11cb2940020004100630072006f0062006100740020bc0f002000410064006f00620065002000520065006100640065007200200035002e00300020c774c0c1c5d0c11c0020c5f40020c2180020c788c2b5b2c8b2e4002e>
    /LTH <>
    /LVI <>
    /NLD (Gebruik deze instellingen om Adobe PDF-documenten te maken die zijn geoptimaliseerd voor prepress-afdrukken van hoge kwaliteit. De gemaakte PDF-documenten kunnen worden geopend met Acrobat en Adobe Reader 5.0 en hoger.)
    /NOR <>
    /POL <>
    /PTB <>
    /RUM <>
    /RUS <>
    /SKY <>
    /SLV <>
    /SUO <>
    /SVE <>
    /TUR <>
    /UKR <>
    /ENU (Use these settings to create Adobe PDF documents best suited for high-quality prepress printing.  Created PDF documents can be opened with Acrobat and Adobe Reader 5.0 and later.)
  >>
  /Namespace [
    (Adobe)
    (Common)
    (1.0)
  ]
  /OtherNamespaces [
    <<
      /AsReaderSpreads false
      /CropImagesToFrames true
      /ErrorControl /WarnAndContinue
      /FlattenerIgnoreSpreadOverrides false
      /IncludeGuidesGrids false
      /IncludeNonPrinting false
      /IncludeSlug false
      /Namespace [
        (Adobe)
        (InDesign)
        (4.0)
      ]
      /OmitPlacedBitmaps false
      /OmitPlacedEPS false
      /OmitPlacedPDF false
      /SimulateOverprint /Legacy
    >>
    <<
      /AddBleedMarks false
      /AddColorBars false
      /AddCropMarks false
      /AddPageInfo false
      /AddRegMarks false
      /ConvertColors /ConvertToCMYK
      /DestinationProfileName ()
      /DestinationProfileSelector /DocumentCMYK
      /Downsample16BitImages true
      /FlattenerPreset <<
        /PresetSelector /MediumResolution
      >>
      /FormElements false
      /GenerateStructure false
      /IncludeBookmarks false
      /IncludeHyperlinks false
      /IncludeInteractive false
      /IncludeLayers false
      /IncludeProfiles false
      /MultimediaHandling /UseObjectSettings
      /Namespace [
        (Adobe)
        (CreativeSuite)
        (2.0)
      ]
      /PDFXOutputIntentProfileSelector /DocumentCMYK
      /PreserveEditing true
      /UntaggedCMYKHandling /LeaveUntagged
      /UntaggedRGBHandling /UseDocumentProfile
      /UseDocumentBleed false
    >>
  ]
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [518.400 396.000]
>> setpagedevice


