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Figure Legends 

Figure S1. RPS27L level is reduced in patients with lung cancer. 

(A) RPS27L mRNA was lower in different types of lung cancer as compared to normal 

lung tissues in Hou’s dataset. The relative RPS27L mRNA value was normalized using 

Robust Multi-Array Average (RMA) method and log 2 transformed data. t-test, p <0.01. 

N: normal lung tissues, ADC: lung adenocarcinoma, LCC: large cell lung cancer, SCC: 

squamous cell lung cancer. (B) RPS27L mRNA was lower in poorly differentiated lung 

tumors as compared to well differentiated tumors in Shedden’s dataset. t-test, p <0.01.  

Materials and Methods 

Primary tumor-derived gene expression microarray datasets 

The published Affymetrix microarray datasets (1, 2) were downloaded. The CEL 

files of microarray data were normalized using Robust Multi-Array Average (RMA) 

method (3) and log 2 transformed data were used. Boxplot was used to show the different 

RPS27L mRNA expression in lung cancers and normal tissues, as well as in tumor 

differentiation.  
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