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Supplementary Figure 1. The distribution of daily mutation density averages in Orf1ab 

gene. Correlation scores are calculated using Spearman rank correlation.  
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Supplementary Figure 2 

 

Supplementary Figure 2. The distribution of daily mutation density averages in N gene. 

Correlation scores are calculated using Spearman rank correlation.  
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Supplementary Figure 3 

 

Supplementary Figure 3. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 11916C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation.  
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Supplementary Figure 4 

 

Supplementary Figure 4. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 12073C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation.  
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Supplementary Figure 5 

 

Supplementary Figure 5. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 13536C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation.  

  

r = 0.45 , p = 4.9e−05

r = 0.79 , p < 2.2e−16

y = 0.047 + 0.00039 x    Radj
2  = 0.17

y = 0.022 + 5 ´ 10-4 x    Radj
2  = 0.6

r = 0.56 , p = 1.7e−07

r = 0.77 , p < 2.2e−16

y = 0.11 + 0.00047 x    Radj
2  = 0.29

y = 0.03 + 0.00055 x    Radj
2  = 0.55

Synonymous Nonsynonymous

0 50 100 150 0 50 100 150

0.00

0.05

0.10

0.15

0.20

0.25

Days

Av
er

ag
e 

M
ut

at
io

n 
D

en
si

ty
 p

er
 D

ay

Genotype
aa
aa

mutant
wildtype

Genome Average Density vs Days − All



Supplementary Figure 6 

 

Supplementary Figure 6. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 13730C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation.  
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Supplementary Figure 7 

 

Supplementary Figure 7. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 13862C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation. 
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Supplementary Figure 8 

 

Supplementary Figure 8. The distribution of synonymous and nonsynonymous 

mutations in isolates carrying 14408C>T mutation compared to wildtype isolates. 

Correlation scores are calculated using Spearman rank correlation.  
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