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Fig.S1. Inhibition of AR model was constructed to analyze the change of three
secretory lineages. Data, indicated as mean + SD, correspond to three independent
experiments (n=5 mice/group/experiment). (a) For the goblet cells count per villus in
inhibition of AR model PAS staining was performed. Scale bar, 100um. (b) For the
Paneth cells count per crypt in inhibition of AR model, IHC was performed with
primary antibody to lysozyme. Scale bar, 50um, (c) For the enteroendocrine cells
count per villus in the inhibition of AR model, IHC was performed with the primary

antibody to chromogranin A. Scale bar, 100pum.
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Fig.S2. OVX model was constructed to analyze the change of three secretory lineages.
Data, indicated as mean £ SD, correspond to three independent experiments (n=6
mice/group/experiment). (a) For the goblet cells count per villus in OVX model, PAS
staining was performed. Scale bar,100pm. (b) For the Paneth cells count per crypt in
OVX model, IHC was performed with primary antibody to lysozyme. Scale bar,
50um. (c) For the enteroendocrine cells count per villus in the OVX model, IHC was

performed with the primary antibody to chromogranin A. Scale bar, 100pum.
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Fig.S3. Indicated mRNAs were analyzed by qRT-PCR. Data, indicated as mean + SD,

correspond to three independent experiments (n=4 mice/group/experiment). (a)Rspol,

(b)Rspo2, (c)Rspo3. ns means no significance. *P < 0.05, **P < 0.01, and ***P <

0.001

Table S1 Primer sequences of the analyzed genes

Ar
Gadph
Chga
Angptl2
Chrd
Sfipl
Dkk2
DFkk3
Mmp7
Hesl
Wnt5a
Wnt5b
Wnt4
Wnt2b
1d3
1d2
Msx2
Cdknla
Cdkn2a
Cdkn2b
Axin2
Grem?2
Nog
Muc?
Bmp4

forward
GGTCTTCTGGGGTGGAAAGT
TGTGTCCGTCGTGGATCTGA
ATCCTCTCTATCCTGCGACAC
AAGCCATCAGGTAAGTCCTTTG
CCCATCCGTTCCGAGAAGG
CAACGTGGGCTACAAGAAGAT
CTGATGCGGGTCAAGGATTCA
CTCGGGGGTATTTTGCTGTGT
CTGCCACTGTCCCAGGAAG
GATAGCTCCCGGCATTCCAAG
CAACTGGCAGGACTTTCTCAA
CTGCTGACTGACGCCAACT
AGACGTGCGAGAAACTCAAAG
CCGACGTGTCCCCATCTTC
CGACCGAGGAGCCTCTTAG
GGTCTTCCTCCTACGAGCAG
TTCACCACATCCCAGCTTCTA
CCTGGTGATGTCCGACCTG
CGCAGGTTCTTGGTCACTGT
CCCTGCCACCCTTACCAGA
TGACTCTCCTTCCAGATCCCA
GGTAGCTGAAACACGGAAGAA
GCCAGCACTATCTACACATCC
TTCGGCACGAGCAACTTTG
TTCCTGGTAACCGAATGCTGA

reverse
GGGACCTTGGATGGAGAACT
TTGCTGTTGAAGTCGCAGGAG
GGGCTCTGGTTCTCAAACACT
CCAGAGGATTGCCAGAGGATTA
ACTGAGGTTTGATGTTCTTGCAG
GGCCAGTAGAAGCCGAAGAAC
CTCCCCTCCTAGAGAGGACTT
TCCTCCTGAGGGTAGTTGAGA
GGGAGAGTTTTCCAGTCATGG
GCGCGGTATTTCCCCAACA
CATCTCCGATGCCGGAACT
CCTGATACAACTGACACAGCTTT
GGAACTGGTATTGGCACTCCT
GCCCCTATGTACCACCAGGA
GGACGCGATAGGGAAGACC
CGATGGGCTTTAAGAGTGACAG
TTGCAGTCTTTTCGCCTTAGC
CCATGAGCGCATCGCAATC
TGTTCACGAAAGCCAGAGCG
CAGATACCTCGCAATGTCACG
TGCCCACACTAGGCTGACA
TCTTGCACCAGTCACTCTTGA
GCGTCTCGTTCAGATCCTTCTC
GGCAGGACACCTTGTCATTG
CCTGAATCTCGGCGACTTTTT



Tefbl
Kif4
Elf3
Sox9
Ngn3
Atohl

CTCCCGTGGCTTCTAGTGC
CACCATGGACCCGGGCGTGGCTGCCAGAAA
TTCTGACTCCGGTGGAAGTGAT
AAGTCGGTGAAGAACGGACAA
TCTCGCCTCTTCTGGCTTTC
TATCCCGTCCTTCAACAACGA

GCCTTAGTTTGGACAGGATCTG
TTAGGCTGTTCTTTTCCGGGGCCACGA
CCCTTCTTATAGTCAGGAAAGCCA
CAGCGCCTTGAAGATAGCATT
CGGCAGATTTGAATGAGGGC
TGGTCATTTTTGCAGGAAGCT



