Journal of Molecular Medicine

Diagnosing the novel SARS-CoV-2 by quantitative RT-PCR: variations and

opportunities

Horllys G. Barreto!, Flavio Augusto de P. Milagres!, Gessi Carvalho de Aralijo Santos',
Matheus Martins Datide', Vagner A. Benedito?*

"Molecular Analysis Laboratory, Department of Health Sciences, Faculty of Medicine,
Federal University of Tocantins (UFT), Palmas, TO, Brazil; >Genetics and Developmental

Biology Program, West Virginia University, Morgantown, WV, USA

*Corresponding author:

Email: vagner.benedito@mail.wvu.edu



Suppl. Fig. 1. Partial sequence alignment of the new coronavirus (SARS-CoV2) genome
deposited at the GenBank. (A) Partial alignment of the N gene. (B) Partial alignment of the
ORF1ab sequence. The colors blue, red and green of the lines correspond to the forward and

reverse primers and the probe, respectively, as recommended by the CDC/China.

A
| SesemcricTectconcn
SARS-CoV2 - China/Wuhan-Hu-1 : 630
SARS-CoV2 - Japan H G C ATTCA A CTCC € : 630
SARS-CoV2 - South Korea S “AG AAGARATTEAAC 7 > A e : 630
SARS-CoV2 - Nepal 3 : 630
SARS-CoV2 - USA 630
SARS-CoV2 - Viet Nam 630
SARS-CoV2 - Australia 630
SARS-CoV2 - Taiwan 630
SARS-CoV2 - Italy 630
SARS-CoV2 - India 630
SARS-CoV2 - Sweden S 1 630
SARS-CoV2 - Spain < ﬂTCA\HTAbTLb”r’CAGTT”AnuAAATTEAACTLP“ SGCAGCAGTAGGGGAACTTCTCCTGCTAGAATGHN 630
SARS-CoV2 - Brazil HEATCACGTAGTCGCAACAGTTCAAGAAATTE? C AGb”“anvTAGub ACTTFT CTGC| . 630
SARS-CoV2 - Pakistan A~ TCACGTAGTCGCAACAGTTCAAGAAAT TEAACTCCAGGCA H 630
_ ZICCICCICCIIGNCAGNIT _ ChShChTTRIcacre
SARS-CoV2 - China/Wuhan-Hu-1 : [E[cilce[FNNiele/sleeiveNee C 7 > 7 SAG, : 700
SARS-CoV2 - Japan HEIGCTGGC? GGCGGTGATGCTGCTCTT C H 700
SARS-CoV2 - South Korea 5 AATGG GGTGATGCTG T‘TTG TTTGCTG! 4 700
SARS-CoV2 - Nepal s 8 . 700
SARS-CoV2 - USA 700
SARS-CoV2 - Viet Nam 700
SARS-CoV2 - Australia 700
SARS-CoV2 - Taiwan 700
SARS-CoV2 - Italy 700
SARS-CoV2 - India 700
SARS-CoV2 - Sweden 700
SARS-CoV2 - Spain : : 700
SARS-CoV2 - Brazil : 5 A GTGATGCTGCTC G G > : 700
SARS-CoV2 - Pakistan g CTGGC GTGATGCTGCTC 5 GCTGCTG A 2 CCAGC \ o 700
—

SARS-CoV2 - China/Wuhan-Hu-1 : \ACTGTCACTAAGAAATCTGCTGCTGAGGCTTCTAAGAANN 770
SARS-CoV2 - Japan : TGTCTGGTAAPF' ( Cl AAATCTGCTGCTG e 2 770
SARS-CoV2 - South Korea S : 770
SARS-CoV2 - Nepal 5 TGTCTbFT pvele; C \elelo ¢ 2 770
SARS-CoV2 - USA HETGTCTGGTAAAGGCCAACAACAACAAGGCCAAACTGTCACT? . 770
SARS-CoV2 - Viet Nam HETGTCTGGTAAAG ACAA AGGCC. TGTCACTA. \ATCTGCTG : 770
SARS-CoV2 - Australia & GTAAAG AACAPCDHF C CTC 7 y; ATC “TGAGGC ) ] 770
SARS-CoV2 - Taiwan HETGTCTGGTAAAGC AACAACAAC GTC. GCTGCTG 1” g 770
SARS-CoV2 - Italy S TGTCTGGTAAAGu Ci A(AA(AH “CA. 5 Z : 770
SARS-CoV2 - India 5 : 770
SARS-CoV2 - Sweden 5 770
SARS-CoV2 - Spain 3 770
SARS-CoV2 - Brazil 2 770
SARS-CoV2 - Pakistan 770
SARS-CoV2 - China/Wuhan-Hu-1 : 3 GTACTGCCACTAAAGCATACAATGTAACACAAGC CGG yNeleyiele : 840
SARS-CoV2 - Japan s C ACTAA. ATGTA elo) ofe] ACGTG 29 ;840
SARS-CoV2 - South Korea 3 ) \7 Cl C AAAGCATA”“ATGT" C? C “GGCAGA G H 840
SARS-CoV2 - Nepal s C G A ;840
SARS-CoV2 - USA 840

SARS-CoV2 - Viet Nam 5 \7 AAA CAZ ; G 840
SARS-CoV2 - Australia 5 > 5 5 5 ;840
SARS-CoV2 - Taiwan 2 : 840
SARS-CoV2 - Italy 3 \ AAA CAZ A J G 840

SARS-CoV2 - India 840
SARS-CoV2 - Sweden 840
SARS-CoV2 - Spain 840
SARS-CoV2 - Brazil 840
SARS-CoV2 - Pakistan 840




CCCTGTGGGTTTTA
SARS-CoV2 - China/Wuhan-Hu-1 : [Nl AA?Z A € G A : 13090
SARS-CoV2 - Japan ] \ : 13090
SARS-CoV2 - South Korea 13090
SARS-CoV2 - Nepal 13090
SARS-CoV2 - USA 13090
SARS-CoV2 - Viet Nam 13090
SARS-CoV2 - Australia 13090
SARS-CoV2 - Taiwan 13090
SARS-CoV2 - Italy 13090
SARS-CoV2 - India 13090
SARS-CoV2 - Sweden 13090
SARS-CoV2 - Spain 13090
SARS-CoV2 - Brazil 13090
SARS-CoV2 - Pakistan 13090
SARS-CoV2 - China/Wuhan-Hu-1 C : 13160
SARS-CoV2 - Japan g CGTC : 13160
SARS-CoV2 - South Korea 5 CCGTC 5 5 5 5 : 13160
SARS-CoV2 - Nepal 5 : 13160
SARS-CoV2 - USA 13160
SARS-CoV2 - Viet Nam 13160
SARS-CoV2 - Australia 13160
SARS-CoV2 - Taiwan 13160
SARS-CoV2 - Italy 13160
SARS-CoV2 - India 13160
SARS-CoV2 - Sweden 13160
SARS-CoV2 - Spain : 13160
SARS-CoV2 - Brazil : AAGGTTATGGCTGTRA A A : 13160
SARS-CoV2 - Pakistan 4 “TTA \ GA GGTTATG! STTGTGA : 13160
SARS-CoV2 - China/Wuhan-Hu-1 13230
SARS-CoV2 - Japan 13230
SARS-CoV2 - South Korea 13230
SARS-CoV2 - Nepal 13230
SARS-CoV2 - USA 13230
SARS-CoV2 - Viet Nam 13230
SARS-CoV2 - Australia 13230
SARS-CoV2 - Taiwan 13230
SARS-CoV2 - Italy 13230
SARS-CoV2 - India 13230
SARS-CoV2 - Sweden 13230
SARS-CoV2 - Spain 13230
SARS-CoV2 - Brazil 13230
SARS-CoV2 - Pakistan 13230
SARS-CoV2 - China/Wuhan-Hu-1 13300
SARS-CoV2 - Japan 13300
SARS-CoV2 - South Korea 13300
SARS-CoV2 - Nepal 13300
SARS-CoV2 - USA 13300
SARS-CoV2 - Viet Nam 13300
SARS-CoV2 - Australia 13300
SARS-CoV2 - Taiwan 13300
SARS-CoV2 - Italy 13300
SARS-CoV2 - India 13300
SARS-CoV2 - Sweden 13300
SARS-CoV2 - Spain 13300
SARS-CoV2 - Brazil 13300

SARS-CoV2 - Pakistan 13300




Suppl. Fig. 2. Partial sequence alignment of the new coronavirus (SARS-CoV2) genome
deposited at the GenBank. (A) Partial alignment of the E gene. (B) Partial alignment of the
RdRp gene. The colors blue, red and green of the lines correspond to the forward and reverse

primers and the probe, respectively, as recommended by the Institut Pasteur /France.

A
ACAGGTACGTTAATAGTTAATAGCGT
SARS-CoV2 - China/Wuhan-Hu-1 T T 7C
SARS-CoV2 - Japan IT T 7C
SARS-CoV2 - South Korea T! T T 7C
SARS-CoV2 - Nepal IT| T T, 7¢C
SARS-CoV2 - USA T T T. 7C
SARS-CoV2 - Viet Nam T T T 7¢C
SARS-CoV2 - Australia IT| T T. 7¢C
SARS-CoV2 - Taiwan T T T 7C
SARS-CoV2 - Italy T T T ¢
SARS-CoV2 - India T T T 7C
SARS-CoV2 - Sweden T! T T ¢
SARS-CoV2 - Spain IT! T T 7C
SARS-CoV2 - Brazil T! T T 7C
SARS-CoV2 - Pakistan \TT' T 7C
SARS-CoV2 - China/Wuhan-Hu-1 14cC
SARS-CoV2 - Japan 14cC
SARS-CoV2 - South Korea 14cC
SARS-CoV2 - Nepal 14c¢C
SARS-CoV2 - USA 14¢C
SARS-CoV2 - Viet Nam 14¢C
SARS-CoV2 - Australia l4cC
SARS-CoV2 - Taiwan l4cC
SARS-CoV2 - Italy 14¢C
SARS-CoV2 - India 14¢C
SARS-CoV2 - Sweden 14¢C
SARS-CoV2 - Spain 14¢C
SARS-CoV2 - Brazil 14cC
SARS-CoV2 - Pakistan l4c
SARS-CoV2 - China/Wuhan-Hu-1 T 210
SARS-CoV2 - Japan ¢ T} 210
SARS-CoV2 - South Korea s T 210
SARS-CoV2 - Nepal 3 T 210
SARS-CoV2 - USA T 210
SARS-CoV2 - Viet Nam T 210
SARS-CoV2 - Australia T 210
SARS-CoV2 - Taiwan T} 210
SARS-CoV2 - Italy 210
SARS-CoV2 - India 210
SARS-CoV2 - Sweden 210
SARS-CoV2 - Spain 210
SARS-CoV2 - Brazil 210
SARS-CoV2 - Pakistan 210

SARS-CoV2 - China/Wuhan-Hu-1 228
SARS-CoV2 - Japan 228
SARS-CoV2 - South Korea 228
SARS-CoV2 - Nepal 228
SARS-CoV2 - USA 228
SARS-CoV2 - Viet Nam 228
SARS-CoV2 - Australia 228
SARS-CoV2 - Taiwan 228
SARS-CoV2 - Italy 228
SARS-CoV2 - India 228
SARS-CoV2 - Sweden 228
SARS-CoV2 - Spain 228
SARS-CoV2 - Brazil 228
SARS-CoV2 - Pakistan 228
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Suppl. Fig. 3. Partial sequence alignment of the new coronavirus (SARS-CoV2) genome
deposited at the GenBank. (A) Partial alignment of the E gene. (B) Partial alignment of the
RdRp gene. The colors blue, red and green of the lines correspond to the forward and reverse
primers and the probe, respectively, as recommended by Charité - Universititsmedizin

Berlin/Germany.

A

ACAGGTACGTTAATAGTTAATAGCGT
————————————

SARS-CoV2 - China/Wuhan-Hu-1 70
SARS-CoV2 - Japan 70
SARS-CoV2 - South Korea 70
SARS-CoV2 - Nepal 3 70
SARS-CoV2 - USA : 70
SARS-CoV2 - Viet Nam 2 70
SARS-CoV2 - Australia 70
SARS-CoV2 - Taiwan 3 \' : 70
SARS-CoV2 - Italy : G CG ; TTA TAGTTAA C : 70
SARS-CoV2 - India 3 z > > 5 AATAGTTAATA C| ' : 70
SARS-CoV2 - Sweden 3 : 70
SARS-CoV2 - Spain 70
SARS-CoV2 - Brazil 70
SARS-CoV2 - Pakistan 70
SARS-CoV2 - China/Wuhan-Hu-1 140
SARS-CoV2 - Japan 140
SARS-CoV2 - South Korea 140
SARS-CoV2 - Nepal 140
SARS-CoV2 - USA 140
SARS-CoV2 - Viet Nam 140
SARS-CoV2 - Australia 140
SARS-CoV2 - Taiwan 140
SARS-CoV2 - Italy 140
SARS-CoV2 - India 140
SARS-CoV2 - Sweden 140
SARS-CoV2 - Spain 140
SARS-CoV2 - Brazil 140
SARS-CoV2 - Pakistan 140
SARS-CoV2 - China/Wuhan-Hu-1 : [i¥ p; ACCTTCTTTTTACGTTTACTC G CTTCTAGA : 210
SARS-CoV2 - Japan 3 \( AAAA TTTTACG \l G X “TA : 210
SARS-CoV2 - South Korea g TCTTGTAf G A G GA7Z : 210
SARS-CoV2 - Nepal g : 210
SARS-CoV2 - USA 5 TTGTAAAH GTG b b : 210
SARS-CoV2 - Viet Nam HETAACGTGAGTCTTGTAAAA P i 210
SARS-CoV2 - Australia s : 210
SARS-CoV2 - Taiwan 210
SARS-CoV2 - Italy 210
SARS-CoV2 - India 4 : 210
SARS-CoV2 - Sweden T 2 TCTTGTAAAA A Al ) ATC ; : 210
SARS-CoV2 - Spain 3 TTFTAAAH C \l STG \ ¥ : 210
SARS-CoV2 - Brazil 3 : 210
SARS-CoV2 - Pakistan 210

SARS-CoV2 - China/Wuhan-Hu-1 228
SARS-CoV2 - Japan 228
SARS-CoV2 - South Korea 228
SARS-CoV2 - Nepal 228
SARS-CoV2 - USA 228
SARS-CoV2 - Viet Nam 228
SARS-CoV2 - Australia 228
SARS-CoV2 - Taiwan 228
SARS-CoV2 - Italy 228
SARS-CoV2 - India 228
SARS-CoV2 - Sweden 228
SARS-CoV2 - Spain 228
SARS-CoV2 - Brazil 228
SARS-CoV2 - Pakistan 228
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Japan 2 5 \ > TATT
South Korea : “ACC AGCTAATGAGTGTGCTCAAGTATTGAGTG.
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India
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CCAGGTGGWACRTCATCMGGTGATGC
CAGGTGGAACCTCATCAGGAGATGC
. ————————
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UsA
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Australia H G CATC A CTTATGCTAATAGTGTTTTT.
Taiwan s TGCTTATG
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India E > >
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Suppl. Fig. 4. Partial sequence alignment of the new coronavirus (SARS-CoV2) genome
deposited at the GenBank. (A) Partial alignment of the N gene. (B) Partial alignment of the
NSP14gene. The colors blue, red and green of the lines correspond to the forward and reverse

primers and the probe, respectively, as recommended by the University of Hong Kong.

A
TAATCAGACAAGGAACTGATTA

SARS-CoV2 - China/Wuhan-Hu-1 910
SARS-CoV2 - Japan 910
SARS-CoV2 - South Korea 910
SARS-CoV2 - Nepal 910
SARS-CoV2 - USA 910
SARS-CoV2 - Viet Nam 910
SARS-CoV2 - Australia 910
SARS-CoV2 - Taiwan 910
SARS-CoV2 - Italy 910
SARS-CoV2 - India 910
SARS-CoV2 - Sweden 910
SARS-CoV2 - Spain 910
SARS-CoV2 - Brazil s : 910
SARS-CoV2 - Pakistan g A G CTAA GA G : 910
SARS-CoV2 - China/Wuhan-Hu-1 980
SARS-CoV2 - Japan 3 : 980
SARS-CoV2 - South Korea g C > TTCTTCGGAA' ( P s : 980
SARS-CoV2 - Nepal g TTCTT ATGT e : 980
SARS-CoV2 - USA g B 980
SARS-CoV2 - Viet Nam 980
SARS-CoV2 - Australia 980
SARS-CoV2 - Taiwan 980
SARS-CoV2 - Italy 980
SARS-CoV2 - India 980
SARS-CoV2 - Sweden 980
SARS-CoV2 - Spain 5 : 980
SARS-CoV2 - Brazil g \' C G TTG GAAG e : 980
SARS-CoV2 - Pakistan s G GCG( GCATTGG! ; : 980
SARS-CoV2 - China/Wuhan-Hu-1 1050

SARS-CoV2 - Japan B GTGGTTGAC C : : 1050

SARS-CoV2 - South Korea 1050
SARS-CoV2 - Nepal 3 : 1050
SARS-CoV2 - USA B G elel G G z C \ Xeife : 1050
SARS-CoV2 - Viet Nam B GGG’ GTGGTTGA ; ATGA AGA' \7 \' ¥ : 1050
SARS-CoV2 - Australia HEG : 1050
SARS-CoV2 - Taiwan 1050
SARS-CoV2 - Italy 1050
SARS-CoV2 - India 1050
SARS-CoV2 - Sweden 1050
SARS-CoV2 - Spain 1050
SARS-CoV2 - Brazil 1050
SARS-CoV2 - Pakistan 1050
SARS-CoV2 - China/Wuhan-Hu-1 1120
SARS-CoV2 - Japan 1120
SARS-CoV2 - South Korea 1120
SARS-CoV2 - Nepal 1120
SARS-CoV2 - USA 1120
SARS-CoV2 - Viet Nam 1120
SARS-CoV2 - Australia 1120
SARS-CoV2 - Taiwan 1120
SARS-CoV2 - Italy 1120
SARS-CoV2 - India 1120
SARS-CoV2 - Sweden 3 § 1120
SARS-CoV2 - Spain : I sCTGAATAAG A CA' \ G : 1120
SARS-CoV2 - Brazil H G A7 A Al A CCCA \CAGAGCCTAAAAAGGACAAAAAGA NN
SARS-CoV2 - Pakistan 0 BN G E TAAAAAG( ; &g\ : 1120




TGGGGYTTTACRGGTAACCT
SARS-CoV2 - China/Wuhan-Hu-1 18550
SARS-CoV2 - Japan 18550
SARS-CoV2 - South Korea 18550
SARS-CoV2 - Nepal 18550
SARS-CoV2 - USA 18550
SARS-CoV2 - Viet Nam 18550
SARS-CoV2 - Australia 18550
SARS-CoV2 - Taiwan 18550
SARS-CoV2 - Italy 18550
SARS-CoV2 - India g ) : 18550
SARS-CoV2 - Sweden : A TTTATGATTGATGTT C G v : 18550
SARS-CoV2 - Spain g C GTTTATGATTGATGTTCA A\ 2 2 : 18550
SARS-CoV2 - Brazil K : 18550
SARS-CoV2 - Pakistan 18550
SARS-CoV2 - China/Wuhan-Hu-1 18620
SARS-CoV2 - Japan 18620
SARS-CoV2 - South Korea 18620
SARS-CoV2 - Nepal 18620
SARS-CoV2 - USA 18620
SARS-CoV2 - Viet Nam 18620
SARS-CoV2 - Australia 18620
SARS-CoV2 - Taiwan 18620
SARS-CoV2 - Italy 18620
SARS-CoV2 - India 18620
SARS-CoV2 - Sweden 18620
SARS-CoV2 - Spain 18620
SARS-CoV2 - Brazil 18620
SARS-CoV2 - Pakistan 18620
SARS-CoV2 - China/Wuhan-Hu-1 18690
SARS-CoV2 - Japan 18690
SARS-CoV2 - South Korea 18690
SARS-CoV2 - Nepal 18690
SARS-CoV2 - USA 18690
SARS-CoV2 - Viet Nam 18690
SARS-CoV2 - Australia 18690
SARS-CoV2 - Taiwan 18690
SARS-CoV2 - Italy 18690
SARS-CoV2 - India 18690
SARS-CoV2 - Sweden 18690
SARS-CoV2 - Spain 18690
SARS-CoV2 - Brazil 18690
SARS-CoV2 - Pakistan 18690
SARS-CoV2 - China/Wuhan-Hu-1 18760

SARS-CoV2 - Japan : G AAAGGTTC TGGTTGTTAAA 7 ATT? ) ey : 18760

SARS-CoV2 - South Korea 18760
SARS-CoV2 - Nepal C : 18760
SARS-CoV2 - USA GGCTTGT ; € \ : 18760
SARS-CoV2 - Viet Nam G : 18760
SARS-CoV2 - Australia 18760
SARS-CoV2 - Taiwan 18760

SARS-CoV2 - Italy 3 e 7 G \TTATTAG \7 : 18760

SARS-CoV2 - India 18760
SARS-CoV2 - Sweden 18760
SARS-CoV2 - Spain : 18760
SARS-CoV2 - Brazil GGTTC 5 A\GC \TTA \ Z C : 18760

SARS-CoV2 - Pakistan H y 5 AAAGGTTC ele G ( A C o : 18760




Suppl. Fig. 5. Partial sequence alignment of the new coronavirus (SARS-CoV2) N gene
deposited at the GenBank. (A) Partial alignment of the N gene. (B) Partial alignment of the
NSP14gene. The colors blue, red and green of the lines correspond to the forward and reverse
primers and the probe, respectively, as recommended by the National Institute of Infectious

Diseases, Department of Virology I1I/Japan.

AAATTTTGGGGACCAGGAAC

SARS-CoV2 - China/Wuhan-Hu-1 ATTTTG CCAGGA 910
SARS-CoV2 - Japan 910
SARS-CoV2 - South Korea 910
SARS-CoV2 - Nepal 910
SARS-CoV2 - USA 910
SARS-CoV2 - Viet Nam 910
SARS-CoV2 - Australia 910
SARS-CoV2 - Taiwan 910
SARS-CoV2 - Italy : 910
SARS-CoV2 - India HEC AA AAGGAACTGATT. G ) i 910
SARS-CoV2 - Sweden HIIC P SGAACTGATT. C : 910
SARS-CoV2 - Spain : G 7 A A GATTACAA : 910
SARS-CoV2 - Brazil : 910
SARS-CoV2 - Pakistan 910
SARS-CoV2 - China/Wuhan-Hu-1 980
SARS-CoV2 - Japan 980
SARS-CoV2 - South Korea 980
SARS-CoV2 - Nepal 980
SARS-CoV2 - USA Gi 980
SARS-CoV2 - Viet Nam G 980
SARS-CoV2 - Australia G 980
SARS-CoV2 - Taiwan el 980
SARS-CoV2 - Italy Gi 980
SARS-CoV2 - India Gi 980
SARS-CoV2 - Sweden 980
SARS-CoV2 - Spain 980
SARS-CoV2 - Brazil 980
SARS-CoV2 - Pakistan 980
SARS-CoV2 - China/Wuhan-Hu-1 GG €N ) GA C : 1050
SARS-CoV2 - Japan GG 1050
SARS-CoV2 - South Korea Gi 1050
SARS-CoV2 - Nepal G : 1050
SARS-CoV2 - USA e TGGTTGAC 3 GA C C egfe : 1050
SARS-CoV2 - Viet Nam : GGTTGAC \GGTG € G \( : 1050
SARS-CoV2 - Australia 8 : 1050
SARS-CoV2 - Taiwan 1050
SARS-CoV2 - Italy 1050
SARS-CoV2 - India 1050
SARS-CoV2 - Sweden 1050
SARS-CoV2 - Spain g : 1050
SARS-CoV2 - Brazil : 5 TGGTTGAC \( ( ; : C 57 : 1050
SARS-CoV2 - Pakistan $ GGTTGA( \TTG : 1050
SARS-CoV2 - China/Wuhan-Hu-1 : i 1120
SARS-CoV2 - Japan HIl A \TATTG T : 1120
SARS-CoV2 - South Korea d G ATATTGACGCATACAAAA! \ \ : 1120
SARS-CoV2 - Nepal A \TATTGA e e : 1120
SARS-CoV2 - USA : i 7 ¢ 1120
SARS-CoV2 - Viet Nam 1120
SARS-CoV2 - Australia 1120

SARS-CoV2 - Taiwan HEATTTTGCTGAATAAGCATATTGA e A : 1120

SARS-CoV2 - Italy 11.20
SARS-CoV2 - India s : 1120
SARS-CoV2 - Sweden SCTGAZ \TATTGAC ) : 1120
SARS-CoV2 - Spain CATATTGA C AAC e : 1120
SARS-CoV2 - Brazil : GCT( : ATATTGA : 1120
SARS-CoV2 - Pakistan 5 : 1120

10



Suppl. Fig. 6. Partial sequence alignment of the new coronavirus (SARS-CoV2) N gene

deposited at the GenBank. (A) Partial alignment of the N gene. (B) Partial alignment of the

NSP14gene. The colors blue, red and green of the lines correspond to the forward and reverse

primers and the probe, respectively, as recommended by the National Institute of

Health/Thailand.
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Suppl. Fig. 7. Partial sequence alignment of the new coronavirus (SARS-CoV2) N gene
deposited at the GenBank. (A) Partial alignment of the N gene. (B) Partial alignment of the
NSP14gene. The colors blue, red and green of the lines correspond to the forward and reverse
primers and the probe, respectively, as recommended by the Centers for Disease Control and

Prevention (CDC)/USA.
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