Description of Additional Supplementary Files

Title: Supplementary Data 1.

Description: Differential gene expression analysis (DESeq). Wald test followed by the Benjamini—
Hochberg false discovery rate (FDR) multiple-testing.

Title: Supplementary Data 2.

Description: Gene set enrichment analysis (GSEA): up and down regulated gene sets.

Title: Supplementary Data 3.

Description: A full list of the gene sets included in Fig. 2d.

Title: Supplementary Data 4.

Description: Hyper editing A-to-G sites and refseq genes table.

Title: Supplementary Data 5.

Description: RNA editing levels in conserved coding sites in datasets from older Polyl:C mice

Title: Supplementary Data 6.

Description: RNA editing levels in conserved coding sites in datasets from ASD postmortem human
brain.

Title: Supplementary Data 7.

Description: RNA editing levels in conserved coding sites in datasets from schizophrenic postmortem
human brain.



