
TIN

50 200

0.71 −0.9

100 140 180

0.61 −0.85

0.80 0.95

40
60

80

0.41

50
20

0
35

0

●●

●●
●

●●

●

●●
●

●
●

●

Coverage
−0.65 0.67 −0.47 0.15

●
●

●

●

●

●

●

●
●
●

●●

●

●

●
●

●

●

●

●

●

●
●
●

● ●

●

●

GC
−0.69 0.71

25
35

45

−0.31

10
0

14
0

18
0

●

●
●
●●

●

●

●
●●●
●
●

●
●

●
●
●●

●

●

●
●●●
●
●

●
●

●
●

● ●

●

●

●
●●●
●

●

● Frag. size
−0.55 0.15

●

●
●
●●

●●
●●
●

●

●
●● ●

●
●
●●

●●
●●

●
●

●
●● ●

●
●

● ●
● ●

●●
●

●

●
● ● ●

●
●
●●

●●
●●
●
●

●
●●

rRNA
0.

2
0.

6−0.31

40 60 80

0.
80

0.
90 ●●

●

●
●

●

●
●●

●

●
●

●

●
●●

●

●
●

●

●
●●

●

●
●

●

●

25 40

●●

●

●
●

●

●
●●

●

●
●

●

●
●●

●

●
●

●

●
●●

●

●
●

●

●

0.2 0.6

● ●

●

●
●

●

●
●●

●

●
●

●

●

Transc. cor.

●

●

Repository 1 FFPE
Repository 1 FF/OCT
Repository 2 FFPE
Repository 2 FF/OCT

Comparison of per-sample quality 
metrics in FFPE - FF/OCT replicates

Biobank1 FFPE
Biobank1 FF/OCT
Biobank2 FFPE
Biobank2 FF/OCT

Supplementary Figure 19: Relationships between different quality 
metrics in FFPE vs. FF/OCT replicates. Data repositories are 
indicated by the point shape and tissue/storage type is indicated by 
the point color. 
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