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Supplementary Figure 20: Per-gene RNA transcript integrity comparison between FFPE and FF/OCT 
replicates. In each histogram we plot distribution of maximum Transcript Integrity Numbers (TIN) across all 
transcripts that represent a gene symbol. On the left of each pair is the FFPE sample and on the right is the 
FF/OCT sample. Pearson correlation shown under FFPE sample labels is the correlation of transcriptional 
expression profiles between the samples in each pair.


