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i. Clinical FFPE breast:

ESR1 PGR ERBB2

ESR1  1.00 0.60 0.19
PGR 060 1.00 0.01
ERBB2 0.19 0.01 1.00

ii. TCGA breast:

ESR1 PGR ERBB2

ESR1  1.00 0.63 0.07
PGR 063 1.00 -0.05
ERBB2 0.07 -0.05 1.00

Supplementary Figure 25: Predictive value of ER, PR, and HER2 in clinical diagnostics of breast cancer samples, as compared between the TCGA FF and
clinical FFPE cohorts. A) Principal component analysis (PCA) of TCGA (i) and FFPE (ii) breast samples with samples colored by expression levels of ER,
PR, and HER2, with brighter color indicating higher expression. For TCGA cohort we include a PCA plot with samples colored by their published PAM50
subtypes. B) Correlation matrices of individual biomarkers within the FFPE (i) and TCGA (i) cohorts.




