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Supplementary Figure 12: Correlations of transcriptional profiles of 
FFPE - FF/OCT replicates with different gene sets (whole 
transcriptome on the y-axis vs. COSMIC cancer genes on the x-axis). 
Correlations in pairs where at least one sample has low TIN are 
indicated in red. Wilcoxon Test statistical test that examines if these 
correlations form a different distribution results in p-value = 0.69, 
indicating that these distributions are likely the same.

Wilcoxon Test between two 
distributions of correlations 

p-value = 0.69


