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Supplementary Figure 1. Expression of the SARS-CoV-2 entry factors in mouse and human
proximal airway epithelial cells: mouse trachea scRNA-seq dataset (left panel) and human
bronchiole scRNA dataset (right panel)l. Gene expression was estimated in accordance with the
cell type labels provided in the original paper. The dot size indicates the proportion of cells
among the respective cell type population with greater-than-zero expression of the respective

SARS-CoV-2 entry factor, while the dot color indicates the log average nonzero expression

value.
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Supplementary Figure 2. Validation of cell clusters in scRNA-seq datasets. (a) --SNE

visualization of 472 scRNA-seq profiles from the scRNA-seq dataset of FACS-sorted murine

epithelial cells®, colored by cluster assignment and annotated post hoc. (b) t-SNE of 472 scRNA-

seq profiles (points) colored by expression of representative AT2 cell and club cell markers

(Sfipc and Scgblal, respectively). (¢) Expression of progenitor cell markers® in different

subpopulations (1-6) of club cells®. Cells in Cluster 6 cells demonstrate an elevated expression of

progenitor cell markers. (d) Expression of lineage markers of mature club cells (Scghlal and

Scgb3a2) and AT2 cells (Sfipc). Note that Cluster 6 is negative or low for these markers. The

cells in this cluster are characterized by enhanced expression of Cd14, Cd74, H2-K1, and the

IncRNA AW112010s.
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