
 

 

Figure S1.  (a) Amino acid sequence alignment of published partial sequence of 

Cyp51 (MH120874.1) of L. prolificans and Cyp51 homologous protein sequence 

(Accession number: PKS10573.1) from L. prolificans strain JHH-5317 whole genome 

sequence data (NLAX01000008.1). (b) Amino acid sequence alignment of published 

partial sequence of Fks1 (EU337013.1) and Fks1 homologous protein sequence 

(Accession number: PKS10859.1) from L. prolificans strain JHH-5317 whole genome 

sequence data. One hundred percent conserved residues are written in black. 

 



 

Table S1. List of oligos used in this study 

 

Primers Sequence Purpose 

CYP51-F1 TCGACCTTACCCTATATAGGATGAGCT  

PCR and Sequencing for 

CYP51 gene 

 

CYP51-R1 CCGTGATCCACGCCATGTCT 

CYP51-S1 TAATGATAGGGACGTAGCTGCG 

CYP51-S2 GAGCCGTTTGATGAATTCCAC 

UTR-F1 TGGAGAGGCTCAATGGCCTGT  

PCR and Sequencing for 

CYP51 gene 5′ UTR 

 

UTR-R1 CTTGCTAGCATCCAGGGTGACT 

UTR-S1 TACAGTGACATCCCGGATAGC 

UTR-S2 TGCTCAACGTCCATACTTGC 

FKS1-F1 GCCTTTCAAGTGTCAAGAACCGACT  

 

 

 

PCR and Sequencing for 

FKS1 gene 

 

FKS1-R1 GCGATGAAGAATTGAACTATGCCAAGT 

FKS1-F2 CAAGGAACCGATTTTGAAGGAGAACAT 

FKS1-R2 CCGATCTTGGTCGTGAAGTTGAGAAT 

FKS1-F3 GTGATCTCGGATTCGGCTCCAT 

FKS1-R3 CTGGTCCGATTATCATTGACCGTCAT 

FKS1-S1 ATAGCGCTTGGTTCGGTGTC 

FKS1-S2 GAATGATCCTCTTGGGAGACG 

FKS1-S3 CAAATCGCTTACCTGGATGAGG 

FKS1-S4 AAGGATTCAACTTCGCGAGG 

 

 


