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Supplementary figure 6 The overlapped genes between DMGs based on all region CpGs from GSE105260 and DEGs from GSE105261 with the top 10 correlation coefficients.
Spearman’ s correlation analysis was performed between methylation (horizontal axis) and expression (vertical axis) of intersected genes. Spearman’ s correlation coefficient
and Pvalues are shown in each plot.(Data was analyzed in the TCGA database.)



