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Monosiga brevicollis 118 XP 001747404.1
Phaeodactylum tricornutum TPT7 211 XP 002184480.1
A

a1

Thalassiosira pseudonana 196 XP 002293040.1

Cyanidioschyzon merolae 55 XP 005537432.1
Galdieria sulphuraria 85 XP 005703604.1
Chondrus crispus 47 XP 005714035.1
Pyropia yezoensis 178 cont|% 16545 ?401 8
Bathycoccus prasinos 28 XP 007512721.
Micromonas pusilla CCMP1545 110 XP 003055891.1
Ostreococcus lucimarinus 145 XP 001417968.1
100 Ostreococcus tauri 153 CEF97926.1
Ostreococcus lucimarinus 148 XP 001416557.1

Chlamydomonas reinhardltii 34 XP 001696294.1
Chlamydomonas reinhardtii 36 XP 001694243.1
Volvox carteri 221 XP 002952945.1
Klebsormidium flaccidum 101 GAQ77706.1

Selaginella moellendorffii 188 XP 002972136.1
Oryza sativa Japonica 143 EEE68532.1

o Oryza sativa Japonica 144 XP 015651257.1

Amborella trichopoda 8 XP 006840687.1

Oryza sativa Japonica 132 XP 015621423.1
Oryza sativa Japonica 137 XP 015640165.1
Coccomyxa sp. C169 52 XP 005646002.1
Micromonas pusilla CCMP1545 109 XP 0030605541
Micromonas pusilla RCC299 112 XP 002505063.1
Bathycoccus prasinos 27 XP 007514598.1
Ostreococcus lucimarinus 146 XP 001421484.1

plant

O J 133 EEE54205.1 tnose_phOSphate
ryza sativa Japonica 5
Oryza sativa Japonica 138 XP 015637713.1 translocators
Micromonas pusilla RCC299 113 XP 002503997.1
Micromonas pusilla RCC299 115 XP 002506268.1
Amborella trichopoda 4 XP 006854238.2
Arabidopsis thaliana 17 NP 197265.1
Pinus taeda 173 000009924-RA
Chlamydomonas reinhardtii 39 XP 001701487.1
Chlorella sp. NC64A 40 XP 005843473.1
Bathycoccus prasinos 30 XP 007509749.1
Ostreococcus lucimarinus 147 XP 001416614.1

Physcomitrella patens 158 XP 001755644.1
108 Physcomitrella patens 161 XP 001778585.1
elaginella moellendorffii 186 XP 002960052.1
Selaginella moellendorffii 189 XP 002960055.1

Selaginella moellendorffii 184 XP 002962396.1

Amborella trichopoda 5 ERN19519.1
Oryza sativa Japonica 142 XP 015650333.1
Pyropia yezoensis 177 contig 11761 g
Cyanidioschyzon merolae 56 XP 00
S e S
hondrus crispus b
CPyrq;(in'a yehzoensis 1 8'} coglt‘l '%5()70 rhodo p hyte
yanidioschyzon merolae
Galdieria sulphuraria 87 XP 0057070 translocators
Guillardia theta 95 XP 005821957.1
Guillardia theta 98 XP 005830175.1
Aureococcus anophagefferens 22 XP 009035574.1
Ectocarpus siliculosus 67 CBN76065.1
Nannochloropsis gaditana 123 EWM29609.1
Nannochlorops:s oceanica CCMP1779 129 Nanoce1779 10914
seudonana 201 XP 002289533.1
Fragllarlopsts cylindrus CCMP 1102 76 OEU14710.1
100 Phaeodactylum tricornutum TPT2 205 XP 002180816.1
106 Thalassiosira pseudonana 199 XP 002288027.1
Guillardia theta 92 XP 005821155.1
Nannochloropsis gaditana 124 EWM30451.1
Nannochloropsis oceanica CCMP1779 131 Nanoce1779 2016 CCMP1
Emiliania huxleyi 72 XP 005757540.1
Emiliania huxleyi 75 XP 005762442.1
Ectocarpus siliculosus 63 CBN78131.1
Ectocarpus siliculosus 64 CBJ49109.1
Aureococcus anophagefferens 23 XP 009038840.1
00~ Emiliania huxleyi 74 XP 005787855.1
Thalassiosira pseudonana 192 XP 002295566.1
00 Fragilariopsis cylindrus CCMP 1102 79 OEU16951.1
9%=Phaeodactylum tricornutum TPT4a 204 XP 002177348.1
Toxopl: gondii 202 XP 002365260.1
b2 Aureococcus anophagefferens 21 XP 009036596.1
100 Emiliania huxleyi 73 XP 005772513.1
Guillardia theta 99 XP 005827710.1
Nannochloropsis oceanica CCMP1779 128 Nanoce1779
Guillardia theta 93 XP 005832030.1
Thalassiosira pseudonana 195 XP 002287353.1
Fragilariopsis cylindrus CCMP 1102 80 OEU13792
99— Phaeodactylum tricornutum TPT1 206 XP 002178
Euglena gracilis GEFR01006154.1 @
0 Euglena gracilis GEFR01006978.1 @
Euglena longa GGOE01010572.1 @
Euglena gracilis GDJR01071681.
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100

100
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100

100 Euglena longa GGOE01001309. Euglenophyceae

Euglena gracilis GEFR01012340.
100Lf Euglena gracilis GDJR01043772.1 ®
108=Euglena longa GGOE01019602.1 ®
Emiliania huxleyi 71 XP 005761775.1
Guillardia theta 91 XP 005820784.1
94 [100- Guillardia theta 94 XP 005821140.1
Aureococcus anophagefferens 26 XP 009039
Aureococcus anophagefferens 24 XP 00904
Emiliania huxleyi 70 XP 005790658.1
Fragilariopsis cylindrus CCMP 1102 77 OE
00=Phaeodactylum tricornutum TPT4b 207 XP O
10b Thalassiosira pseudonana 198 XP 00229167
108 Thalassiosira pseudonana 200 XP 002291
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